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aattctgtta agtggttcgg taagtttacg ttatagtcat cagtgacgat aacaccttgtl5420 
tcaccgaatt ttgattcttt gtttgtgaat aatgctctaa cgatatactc ttttttcatal5480 
ccgtattttt ctactaattc tgatagtttg ataaattctc tttctttttc ctcaaattcal5540 
aatctcgcta atgtgttttg gtgtcttgat aaaatatctt ttacgtttgt cattttatttl5600 
ctcctcttat ttaaattatt tgctttctgc aattgcgatt tgtagtaaat cattgtaatal5660 
aacttgaatt gttttcgttg tgcgtgtagt ggacaatagt ttacatgtgt ctggtaataal5720 
ttcttttgct tgtgttttgg ttaaatgata ctcgtgaagt ggtaaaaatt cctcaatgtal5780 
ttcattatca tcatctaagt aatgaagtat ataacctttg acacgtaagg taacaatgtcl5840 
gtcaactttc attattatat cactcctttc taaaaaacgt aaacgttata cgtttcataal5900 
aatcctttat gcatattcca ttgttctatt gggtcatcac cagcaatata agacaatattl5960 
gattctggtt tagtttcgtt gtttagttca tcatttaaga attgaacaac agaactattal6020 
tagtttaata atagttgttg gcaagccgat aataagttaa ttgcattgtc aaatgtataal6080 
gctggattcc attgaatcag tttattgaat agttgcaaca tttcagtata ggcttgtcctl6140 
ttttcttctg gtgcattatc aacattaacc attattatca cttcctaata aagttgaaatl6200 
tacgcgtaaa acagaattat gatttaaatc ttcaatttca tcaatgtcaa catcataaaal6260 
tgaaatttca ttttctgttc tatcaaataa cgctatacat aaacttccat tcttaaaacgl6320 
aaaaacatgc ttcaactcaa tgttttttgt ttcattttcc atttttgtta ctccttgtttl6380 
tgattacata cttagtatag caaacgttta aaagttttgt caatagtttt tcttaaaaaal6440 
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gtttaaataa ttttaaaact actatttaat agaagaaata agattttaag ttcaaatcatl6500 
aattttgaat aaaagtcaat agatacataa attttgtatt tgatgaatat gtaataggttl6560 
agataagttg gttaagttgt tgcacagtat ttttaagttt agtaaagaaa tgataagtaal6620 
atttataagt tttgatttgt ataatcgttt attttaaacc ggtggggt 16668 

<210> 2 

<211> 2286 

<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 2 



atgggattac 


tagaatgcat 


gcaatatcat 


aaacatgaac 


gtcgaatgat 


tttatactgg 


60 


gatatagaaa 


cattagcgta 


caataaagtt 


aacggacgaa 


aaaaaccaac 


caaatataaa 


120 


aacgttactt 


attctgtagc 


aattggttgg 


tttaatggtt 


atgaaattga 


tgttgaagta 


180 


tttccgagtt 


tcgaatcttt 


ttatgacgca 


ttttatacgt 


atgtgaaaag 


acgtgataca 


240 


atcacaaaat 


caaaaacaga 


tattatcatg 


attgcacata 


actgtaataa 


atacgataat 


300 


cattttttac 


ttaaagacac 


catgcgttat 


tttgataata 


ttacacgcga 


aaatatatat 


360 


ttaaaatctg 


cagaagaaaa 


tgaacacaca 


ttaaaaatga 


aagaggctac 


tattttagcc 


420 


aaaaatcaaa 


atgtaatttt 


agaaaaacgt 


gttaaatctt 


caatcaattt 


agatttaaca 


480 


atgtttttaa 


atggttttaa 


atttaatatt 


attgataact 


ttatgaaaac 


caatacatca 


540 


attgcaacat 


taggtaagaa 


attacttgat 


ggtggttatt 


taacagaatc 


acaacttaaa 


600 


acagatttta 


attatacgat 


ttttgataaa 


gataatgata 


tgaatgatag 


tgaagcctat 


660 


gactatgctg 


tgaaatgttt 


tgcaaaactc 


acacctgaac 


aacttacata 


cattcataat 


720 


gacgtgatta 


tattaggtat 


gtgccatatt 


cattatagtg 


atatatttcc 


aaattttgac 


780 


tataacaaat 


taacattttc 


attgaatatt 


atggaatctt 


acttgaataa 


tgaaatgaca 


840 


cgttttcagt 


tactcaacca 


atatcaagat 


attaaaatat 


cttatacaca 


ttatcatttc 


900 


catgatatga 


atttttatga 


ctatattaaa 


tcattctatc 


gtggtggttt 


aaatatgtat 


960 


aacaccaaat 


acataaacaa 


actaattgat 


gagccttgtt 


tttctattga 


catcaattcg 


1020 


agttatcctt 


atgtgatgta 


tcatgaaaaa 


attccaacat 


ggttatactt 


ttacgaacac 


1080 



tattcagaac 


caacgttaat 


ccctactttt 


ttagatgatg 


acaattattt 


ttcattatat 


1140 


aagattgata 


aagatgtatt 


taacgatgat 


ttattaatta 


aaattaaatc 


acgtgtatta 


1200 


cgtcaaatga 


ttgtaaaata 


ctataataat 


gataatgatt 


acgttaatat 


caatacaaat 


1260 


acattaagaa 


tgattcaaga 


cattacgggt 


attgattgca 


tgcatatacg 


tgttaattcg 


1320 


tttgttatat 


atgaatgtga 


atactttcat 


gcacgtgata 


ttatttttca 


aaactatttt 


1380 


attaaaacac 


aaggtaagtt 


aaaaaacaaa 


atcaatatga 


catcacctta 


cgactatcac 


1440 


attactgatg 


atatcaacga 


acacccatac 


tcaaatgagg 


aggttatgtt 


atctaaagtc 


1500 


gttttaaatg 


gattatatgg 


catacctgca 


ttacgttcac 


attttaactt 


attccgttta 


1560 


gatgataaca 


atgaactata 


caatatcatt 


aacggttaca 


aaaacactga 


acgtaatata 


1620 


ttattctcta 


catttgtcac 


atcacgttca 


ttgtataact 


tattggttcc 


tttccaatac 


1680 


ttaacggaaa 


gtgaaattga 


cgacaatttt 


atttattgcg 


atactgatag 


tttgtatatg 


1740 


aaatccgttg 


ttaaaccctt 


attgaacccc 


agtttattcg 


acccgatagc 


cttaggtaaa 


1800 


tgggatattg 


aaaacgaaca 


gatagataag 


atgtttgtac 


tgaatcataa 


gaaatatgca 


1860 


tatgaagtga 


atggaaagat 


taaaattgct 


tctgctggta 


taccgaaaaa 


cgcctttgat 


1920 


acaagcgtcg 


attttgaaac 


ctttgtacgt 


gaacaattct 


ttgacggtgc 


cattattgaa 


1980 


aacaataaaa 


gtatctataa 


tgagcaaggt 


acaatatcga 


tatatccgtc 


taaaactgaa 


2040 


attgtatgtg 


gtaatgtata 


tgatgaatat 


tttactgatg 


aacttaatat 


gaaacgtgaa 


2100 


tttatattaa 


aagacgctag 


agaaaatttc 


gaccatagtc 


aatttgatga 


tattctttat 


2160 


attgaaagtg 


acatcggttc 


attttcactt 


aacgacttat 


ttccagttga 


acgttcagta 


2220 


cataacaaat 


ctgatttgca 


tatattaaaa 


cgtgaacatg 


atgaaataaa 


aaaaggcaac 


2280 


tgttaa 












2286 


<210> 3 
<211> 1944 
<212> DNA 

<213> Staphylococcus 


aureus Bacteriophage 4 4 AH JD 






<400> 3 
atggcatata 


atgaaaacga 


ttttaaatat 


tttgatgaca 


ttcgtccatt 


tttagacgaa 


60 


atttataaaa 


cgagagaacg 


ttatacaccg 


ttttacgatg 


atagagcaga 


ttataatact 


120 
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LOy L-Cl LLL 
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aaaaaacgr r 
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ttatt ragag 


gttggttaaa 


egaeggtacg 


r\ a 

300 


atLgdCdgtd 


r rat cca rga 


cgagtttaaa 


aaatatagcg 


caggattaac 


ateggcattt 


360 


yCLLlaLUl-a 


aagrr.acr.ga 


aatgaaacaa 


atgaatgact 


ttaaatcaga 


agttaaagac 


420 


4— 4— "~ i — i 4- 4— --\ -~i /~r 

LLaatLaaay 


ar arrgaccg 


4-4-4-««-4-4-_» -if 

rrrcg itaat 


gggtttgaat 


taaatgagct 


tgaaccaaag 


480 


4— 4— 4— /-r 4— 4— /-N- /-*■ 


gcrrrggrgg 


tatt eg caa c 


gcagttaa cc 


aatctattaa 


tattgataaa 


540 


ga.aacsa.st c 


acatgtact c 


tacacaatcc 


gattctcaaa 


aacctgaagg 


tttttggata 


600 


aataaattaa 


cacctagtgg 


tgacttaatt 


teaagcatge 


gtattgtaca 


gggtggtcat 


660 


ggtacaacaa 


tcggattaga 


acgtcaatcc 


aatggtgaaa 


tgaaaatctg 


gttacatcac 


720 


■sr? gar. g gr.gr. rg 


caaaactgtt 


acaagtcgea 


tataaagata 


attatgtatt 


agatttagaa 


780 


• ™ ydyy CLaaay 


gr rraacaga 


ttatacacca 


cagtcacttt 


taaacaaaca 


cacatttaca 


840 


ccgttaattg 


atgaagcaaa 


tgacaaactc 


.4_J_.1_.4___ _, _ j_ 

arrttaagat 


teggtgaegg 


aacaatacag 


900 


]y gttcgttcaa 


gagcagacgt 


aaaaaatcac 


attgataatg 


tagaaaaaga 


aatgacaatt 


960 


LJ gataattcag 


aaaacaatga 


taatcgttgg 


atgeaaggea 


ttgctgttga 


tggtgatgat 


1020 


ttatactggt 


taagtggtaa 


cagttcagtt 


aattcacatg 


ttcaaategg 


taaatattca 


1080 


13 ttaacaacag 


gtcaaaagat 


ttatgattat 


ccatttaagt 


tatcatatca 


agaeggtatt 


1140 


aatttcccac 


gtgataactt 


taaagagect 


gagggtattt 


gcatttatac 


aaatccaaaa 


1200 


acaaaacgta 


aatcgttatt 


acttgetatg 


acaaaeggeg 


gtggtggaaa 


aegtttccat 


1260 




gtttcttcca 


acttggtgag 


tatgaacact 


ttgaagcatt 


aegegcaaga 


1320 


ggttcacaaa 


actataaatt 


aacaaaagac 


gaeggtegtg 


cattatctat 


tccagaccat 


1380 


atcgacgatt 


taaatgactt 


aacgeaaget 


ggtttttatt 


atattgaegg 


gggtactgea 


1440 


gaaaaactta 


agaatatgcc 


aatgaatggt 


ageaagegta 


taattgaege 


tggttgtttc 


1500 


attaatgtat 


accctacaac 


acaaacatta 


ggtacggttc 


aagaattaac 


aegtttctea 


1560 


acaggtcgta 


aaatggttaa 


aatggtgcgt 


ggtatgactt 


tagaegtatt 


tacgttaaaa 


1620 


tgggattatg 


gattatggac 


aacaatcaaa 


actgacgcac 


catatcaaga 


atatttggaa 


1680 
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gcaagtcaat acaataactg gattgcttat gtaacaacag ctggtgagta ttacattaca 1740 
ggtaaccaaa tggaattatt tagagacgcg ccagaagaaa ttaaaaaagt gggtgcatgg 1800 
ttacgtgtgt caagtggtaa cgcagtcggt gaagtaagac aaacattaga ggctaatata 18 60 
tcggaatata aagaattctt cagtaatgtt aatgcggaaa caaaacatcg tgaatatggt 1920 
tgggtagcaa aacatcaaaa atag 1944 

<210> 4 
<211> 1764 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 4 

atgagaaagt taacgaattt taagtttttc tataacacac cgtttacaga ctatcaaaac 60 

acgattcatt ttaatagtaa taaagaacgt gatgattatt ttttaaatgg tcgtcatttt 120 

aaatcgttag actattcaaa acaaccgtat aattttatac gtgatagaat ggaaatcaat 180 

gttgatatgc agtggcatga cgcacaaggt attaactaca tgacgttttt atcagatttt 240 

gaggatagaa gatattacgc ttttgtaaac caaatcgaat acgtgaatga cgttgtggtt 300 

aaaatatatt ttgtcattga taccattatg acgtatacac aagggaatgt attagagcaa 360 

ctctcaaacg tcaatattga acgtcaacat ttatcaaaac gcacgtataa ctatatgtta 420 

ccaatgttac gtaataatga tgatgtgtta aaagtatcaa ataaaaacta tgtttataac 48 0 

caaatgcaac aatatttgga aaatttagta ttattccagt caagcgctga tttatcaaag 540 

aaatttggta ctaaaaaaga gccaaactta gatacgtcaa aaggtacgat ttatgacaat 600 

atcacatcac cagtcaactt atacgttatg gaatatggtg actttattaa ctttatggat 660 

aaaatgagtg cctatccatg gattacgcaa aactttcaaa aggttcaaat gttacctaaa 720 

gactttatta atacaaaaga cttagaggac gttaaaacca gtgaaaaaat tacaggatta 780 

aaaacattaa aacagggtgg taaatcaaaa gaatggagtc taaaagattt atcattaagt 840 

ttctcaaatc ttcaagagat gatgttatct aaaaaagatg aatttaaaca tatgatacgt 900 

aatgagtata tgacaattga attttatgac tggaatggaa atacgatgtt actcgacgct 960 

ggtaagattt cacaaaaaac tggtgttaag ttacgtacaa aatcaattat tggttatcat 1020 
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aatgaagttc 


gagtatatcc 


agtagattat 


aacagtgctg 


aaaacgacag 


accaatactc 


1080 


gctaaaaata 


aagaaatatt 


gattgatacg 


ggttcattct 


taaatacaaa 


tataacattt 


1140 


aatagttttg 


cacaagtacc 


aatattaatc 


aataatggta 


tcttaggaca 


atcacaacaa 


1200 


gccaaccgac 


aaaaaaatgc 


agaaagtcaa 


ttaattacaa 


atcgtattga 


taatgtatta 


1260 


aatggtagcg 


acccgaaatc 


acgcttttat 


gacgctgtga 


gtgtagcaag 


taatttaagt 


1320 


ccaactgctt 


tatttggtaa 


gtttaatgaa 


gaatataatt 


tctacaaaca 


acaacaagct 


1380 


gaatataaag 


atttagcctt 


acaaccacct 


tctgtaactg 


aatcagaaat 


gggcaacgca 


1440 


ttccaaattg 


cgaatagcat 


taacggttta 


acgatgaaaa 


ttagtgtacc 


gtcacctaaa 


1500 


gaaattacat 


ttttacaaaa 


atattatatg 


ttgtttggtt 


ttgaagtgaa 


tgactataat 


1560 


tcatttattg 


aaccaattaa 


cagtatgact 


gtttgcaatt 


atttaaaatg 


tacaggtacg 


1620 


tatactatac 


gtgacatcga 


ccccatgtta 


atggaacaat 


taaaagcaat 


tttagaatct 


1680 


ggtgtaagat 


tttggcataa 


tgacggttca 


ggtaatccaa 


tgttacaaaa 


tccattaaat 


1740 


aacaaattta 


gagagggggt 


ataa 
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<210> 5 
<211> 1464 
<212> DNA 

<213> Staphylococcus 


aureus Bacteriophage 4 4 AHJD 






<400> 5 
atgatactga 


aaagagtgat 


aacaatgaac 


gatcaagaga 


agatagataa 


atttacgcat 


60 


tcctatatta 


atgatgattt 


tggtttaacg 


atagaccagt 


tagtccctaa 


agtaaaagga 


120 


tatgggcgct 


ttaatgtatg 


gcttggtggt 


aatgaaagta 


aaatcagaca 


agtattaaaa 


180 


gcagtaaaag 


agataggtgt 


ttcacctact 


ctttttgccg 


tatatgaaaa 


aaatgagggt 


240 


tttagttctg 


gacttggttg 


gttaaaccat 


acgtctgcac 


gtggtgatta 


tttaacagat 


300 


gctaaattca 


tagcaagaaa 


gttagtatca 


caatcaaaac 


aagctggaca 


accgtcttgg 


360 


tatgacgcag 


gtaacatcgt 


ccactttgta 


ccacaagacg 


tacaaagaaa 


aggtaatgca 


420 


gattttgcaa 


aaaatatgaa 


agcaggtaca 


attggacgtg 


catatattcc 


attaacagca 


480 


gctgctactt 


gggcggcata 


ttatccttta 


ggtttgaaag 


catcatataa 


caaagtacaa 


540 


aactatggta 


atccattttt 


agacggtgcg 


aatactattc 


tagcttgggg 


tggtaaatta 


600 
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/ o u 


dCdlLdyddd 


dddCdLLtdd 


CddCdCdLdL 


catattaaaa 


tgacgattgg 


4-4-4 . J- j_ 

tttacttgat 


Q A C\ 


tcattaaaaa 


aactgattga 


tagegtt caa 


gtagatagtg 


ggagtagtag 


ttctaatcct 


C\C\C\ 


— \ /n 4— — « J— /->r — i 4— 

dCLydtgdty 


acggagacca 


\~ ^ /—"t -^s ^ 4— 

LadaCCddlL 


agtgg raaa l 


cagtcaagcc 


aaatggaaaa 


y bu 


agtggtcgtg 


tgattggtgg 


taactggaca 


tatgeacagt 


taccagaaaa 


atataaaaaa 


t n o n 
1U2 (J 


/*v /^i -~i 4* 4~ s~t iT 4~ /^r 

gcaaULyg ty 


LdCCLLCdLL 


caaaaaagaa 


LaCTZ Ld LdCd 


aaccaggtaa 


catatttcct 




caaacgggta 


atgcaggaca 


atgtacagaa 


ttaacatggg 


cgtatatgtc 


acaactacat 


1140 


ggtaaaagac 


aacctaccga 


egaeggtcaa 


ataacaaacg 


gtcagcgtgt 


atggtacgtc 


1200 


tataaaaagt 


taggtgcaaa 


aacaacacat 


aatccaacag 


taggttatgg 


tttctctagt 


1260 


aaaccaccat 


acttacaagc 


aactgeatat 


ggtattggtc 


acacaggtgt 


tgttgtagca 


1320 


gtttttgaag 


atggttcgtt 


tttagttgca 


aactataatg 


taccaccata 


tgttgcacca 


1380 


tcacgtgtgg 


tattgtatac 


actcattaat 


ggcgtaccaa 


ataatgetgg 


tgataatatt 


1440 


gtattcttta 


gtggtattgc 


ttaa 
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<210> 6 
<211> 1248 
<212> DNA 

<213> Staphylococcus 


aureus Bacteriophage 4 4 AH JD 






<400> 6 
atggtaaaac 


aaaatcgttt 


agacatggta 


agagattatc 


aaaatgctgt 


caatcatgtc 


60 


agaaaaaaaa 


tcccagataa 


gtataatcaa 


atagaattag 


ttgatgaact 


tatgaatgat 


120 


gatatagatt 


attatatatc 


tatttcaaac 


cgttctgatg 


gaaaatcgtt 


caactatgtt 


1 ft A 

180 


tcatttttta 


tttatttagc 


tattaaactt 


gatataaaat 


ttactttatt 


ateaegtcat 


240 


tatacattac 


gtgacgctta 


ccgtgatttt 


attgaagaaa 


tcatagatga 


aaatccacta 


300 


tttaaatcaa 


aacgtgtcac 


gttcagaagt 


gctagggact 


atttagctat 


tatctatcaa 


360 


gataaagaaa 


ttggtgtgat 


tacagatttg 


aatagtgcca 


ctgatttaaa 


atatcattct 


420 



aactttttaa 


aacactatcc 


tattattata 


tatgatgagt 


ttttagcact 


tgaagatgat 


480 


tatttaattg 


atgagtggga 


taagttaaaa 


acaatatatg 


aatcaatcga 


ccgtaaccat 


540 


ggtaacgttg 


attatattgg 


attccctaaa 


atgtttttac 


taggtaatgc 


agtcaacttt 


600 


tcaagtccta 


tattatccaa 


tttaaatata 


tacaatttat 


tacaaaagca 


taaaatgaat 


660 


acatcaagac 


tttacaaaaa 


cattttttta 


gaaatgcgac 


gaaacgatta 


cgtgaatgaa 


720 


aaacgtaaca 


cacgtgcgtt 


taattcaaat 


gacgacgcta 


tgacaactgg 


agaatttgaa 


780 


tttaacgaat 


ataatttggc 


ggatgataat 


ttaagaaatc 


acatcaatca 


aaacggtgat 


840 


ttcttctata 


tcaaaactga 


tgataaatat 


attaaagtca 


tgtataatgt 


aactactttt 


900 


atgacaaata 


ttatcgttgt 


accatataca 


aaacaatatg 


aattttgtac 


taaaattagg 


960 


gatatagaca 


atcatgttac 


ctatttacgt 


gatgatatgt 


tttataaaga 


aaacatggaa 


1020 


cgttattact 


acaatccaag 


caatttacat 


tttgacaatg 


cttactctaa 


aaattacgtg 


1080 


gttgataatg 


atagatattt 


atatttagat 


atgaataaaa 


ttataaaatt 


tcatataaaa 


1140 


aatgaaatga 


agaaaaatat 


gagtgagttt 


gaaagaaaag 


aaaaaatata 


cgaagataac 


1200 


tatatagaga 


atacgaaaaa 


gtatctaatg 


aaacaatatg 


gcttataa 
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<210> 7 
<211> 1227 
<212> DNA 

<213> Staphylococcus 


aureus Bacteriophage 44 AHJD 






<400> 7 
atggcacaac 


aatctacaaa 


aaatgaaact 


gcacttttag 


tagcaaagtc 


agctaaatca 


60 


gcgttacaag 


attttaatca 


tgattattca 


aaatcttgga 


catttggcga 


caaatgggat 


120 


aattcaaata 


caatgttcga 


aacatttgta 


aataaatatt 


tattccctaa 


gattaatgag 


180 


actttattaa 


tcgatattgc 


attaggtaat 


cgttttaatt 


ggttagctaa 


agagcaagat 


240 


tttattggac 


aatatagtga 


agaatacgtg 


attatggaca 


cagtaccaat 


taacatggac 


300 


ttatctaaaa 


atgaggaatt 


aatgttgaaa 


cgtaattatc 


cacgtatggc 


aactaagtta 


360 


tatggtaacg 


gaattgtgaa 


gaaacaaaaa 


ttcacattaa 


acaacaatga 


tacacgtttc 


420 


aattt ccaaa 


cattagcaga 


cgcaactaat 


tacgctttag 


gtgtatacaa 


aaagaaaatt 


480 


tctgatatta 


atgtattaga 


agaaaaagaa 


atgcgtgcaa 


tgttagttga 


ttactcattg 


540 



18 
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L LdydLdLLd 


S /T 3 I" 4 2^5 

dyduL-gCaaa 
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L ty aL L LLab 


dydUOdOy IL 


dl L-dyU.T^.TLUg 


a eg act uagg 


tggcgtgttt 


o 4 (J 


dddy L-aaoaa 


ddy dd U U Ldd 


rr , l"hapaa33r i 
y L LatadaaL 


CddgdLLCdd 


4-4-/-v-i/-i4-4-4-4-4- 


acgtgcgtat 


AAA 

y uu 




dd U OdOdd U L 


dyydyd Laud 


a l l c ca g u r, g 


gr.gcL.gr.arx 


tacttatgat 


you 


y LdLULdddo 


ULdddydy L L 


"H" ~3 /-"i 4— /*-r /-c /-i —j 3 /— < 

Lat L.y gCddC 


gt ugaagaaa 


ttaaaccaaa 


atcagattta 


i n o n 


tatgcgttta 


ttttggatat 


taattcaatt 


aaatataaac 


gttacacaaa 


aggtatgtta 


1080 


aaaccaccat 


tccataaccc 


tgaatttgat 


gaagttacac 


actggattca 


ttactattca 


1140 


tttaaagcca 


ttagtccatt 


ctttaataaa 


attttaatta 


ctgaccaaga 


tgtaaatcca 


1200 


aaaccagagg 


aagaattaca 


agaataa 








1227 


<210> 8 
<211> 984 
<212> DNA 

<213> Staphylococcus 


aureus Bacteriophage 44 AHJD 






<400> 8 
atgaacaacg 


ataaaagagg 


tttaaacgtt 


gagttatcaa 


aggaaatcag 


caaaagagtt 


60 


gttgaacatc 


gcaacagatt 


taaacgtctt 


atgtttaatc 


gttatttgga 


atttttaccg 


120 


ctactaatca 


actataccaa 


tcgtgatacg 


gttggtatag 


attttattca 


gttagaatca 


180 


gctttaagac 


aaaacattaa 


tgtagttgtt 


ggtgaagcta 


gaaataagca 


aattatgatt 


240 


cttggttatg 


taaataacac 


ttactttaat 


caagcaccaa 


atttttcatc 


aaactttaat 


300 


ttccaatttc 


aaaaacgatt 


aactaaagaa 


gatatatatt 


ttattgtacc 


tgactattta 




atacctgatg 


attgtctaca 


aattcataag 


ctatatgata 


actgtatgag 


tggtaacttt 


420 


gttgtcatgc 


aaaataaacc 


aattcaatat 


aatagtgata 


tagaaattat 


agaacattat 


480 


actgatgaat 


tagcagaagt 


tgctttatct 


cgcttttctt 


taatcatgca 


agcaaaattt 


540 


agcaagatat 


ttaaatcaga 


aattaatgac 


gagtcaatca 


atcaacttgt 


gtccgaaata 


600 



tataacggtg 


caccatttgt 


taaaatgtca 


cctatgttta 


atgcagatga 


cgatatcatt 


660 


gatttaacaa 


gtaatagcgt 


aatcccagca 


ttaactgaaa 


tgaaacggga 


atatcaaaac 


720 


aaaattagtg 


aattaagtaa 


ctatttaggc 


attaattcat 


tagccgttga 


taaagaaagc 


780 


ggtgtttcag 


acgaagaggc 


aaaaagtaat 


cgtggattta 


ccacatcaaa 


cagtaatatc 


840 


tatttaaaag 


gtcgtgaacc 


aattacgttt 


ttatcaaagc 


gttatggttt 


agatattaaa 


900 


ccgtattacg 


atgatgaaac 


aacgtctaaa 


atatcaatgg 


tagacacact 


ttttaaagat 


960 


gaaagcagtg 


atataaatgg 


ctag 








984 


<210> 9 
<211> 756 
<212> DNA 

<213> Staphylococcus 


aureus Bacteriophage 4 4 AH JD 






a n n >^ d 
<4(JU> 3 

atggctagat 


acacaatgac 


tttatacgat 


ttcattaaat 


cagaattgat 


taaaaaaggt 


60 


ttcaatgaat 


ttgtaaatga 


taataaatta 


acgttttatg 


atgatgaatt 


tcaattcatg 


120 


caaaaaatgc 


tgaagttcga 


caaagacgtt 


ttagctatcg 


ttaatgaaaa 


agtatttaaa 


180 


ggtttttcat 


tgaaagatga 


attatcagat 


ttacttttta 


aaaaatcatt 


tacgattcat 


240 


tttttagata 


gagaaatcaa 


cagacaaaca 


gttgaagcat 


ttggcatgca 


agtgattact 


300 


gtatgtatta 


cacatgagga 


ttatttaaat 


gtggtttatt 


catcaagtga 


agttgaaaaa 


360 


tacttacaat 


cacaaggctt 


cacagaacac 


aatgaagata 


caacaagtaa 


cactgatgaa 


420 


acatcgaatc 


aaaatgctac 


atctttagac 


aattcaactg 


gcatgactgc 


aaacagaaac 


480 


gcttatgtgt 


cattaccaca 


aagtgaggtt 


aacattgatg 


ttgataatac 


aacgttacga 


540 


ttcgctgata 


ataatacgat 


tgataacggt 


aaaactgtga 


ataaatcgag 


taacgaaagt 


600 


aatcaaaacg 


caaaacgtaa 


tcaaaatcaa 


aaaggtaatg 


caaaaggtac 


acaattcact 


660 


aagcagtatt 


taattgataa 


tattgataaa 


gcgtacgatt 


taagaaagaa 


aattttaaat 


720 


gaatttgata 


aaaaatgttt 


tttacaaatt 


tggtag 






756 
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<210> 10 

<211> 753 

<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
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ycLciciciycicy 
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yy u l Lay uyd 


Cyy Ly LdLdd 
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encaa LL,agg 
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LyydCdLdLL 


caatgtgtgt 


taagtggaaa 
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o n r\ 
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4— "Ti 4~ ~| /~> 4— iT /"I 4— 

L a. L a. Ca L y CT, 


r.agaacaaaa 


/—I 4* v~*r /V "I - "I"" -^i /^r 

cr.ggLLaggc 


ggcggttttg 


acggttggga 


aaaagcaacc 


JoU 




attagaacac 


attattatga 


cggtgtaact 


cactttatta 


gacctaaatt 


ttcaggtagt 


420 


fi 


aatagcaaag 


cattagaaac 


atcaaaagta 


aatacatttg 


gaaaatggaa 


acgaaaccaa 


480 




tacggcacat 


attatagaaa 


tgaaaatggt 


acatttacat 


gtggtttttt 


accaatattt 


540 




gcacgtgtcg 


gtagtccaaa 


attatcagaa 


cctaatggct 


attggttcca 


accaaaeggt 


600 


m 


tatacaccat 


ataacgaagt 


ttgtttatca 


gatggttacg 


tatggattgg 


ttataactgg 


660 




caaggcacac 


gttattattt 


accagtgcgc 


caatggaatg 


gaaaaacagg 


taatagttac 


720 


05 


agtgttggta 


ttccttgggg 


ggtgttctca 


taa 






753 




<210> 11 
<211> 483 
<212> DNA 

<213> Staphylococcus 


aureus Bacteriophage 4 4 AHJD 








<400> 11 
ttggttagac 


atacgtctga 


aatggataga 


tggaaaaaag 


aaagagaagc 


tagaaaagag 


60 




caagaaaaag 


atttattttt 


aaatgatttt 


agtaatgtta 


attttaaatt 


tgatgataaa 


120 




gatttacaag 


aggcgtacat 


tgacacatgg 


aaacattttg 


cacatctgcc 


ctattttcct 


180 




aaagaaagaa 


acgtatcata 


tgtaaatget 


gtatcattgg 


taagaggttc 


aagacataaa 


240 




aaattaaatt 


atattcttga 


aatatataac 


cgtaatgatg 


attctaataa 


taaaaacget 


300 




aaaaagcata 


aatacgcttt 


atataattta 


caagctaaaa 


ataataattc 


ttcaatgtat 


360 




aaatatatta 


aagaaatcga 


tactttatat 


aaagaaattg 


gtaaatcaga 


tagaccagtg 


420 
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acaaatattg atgatgaaga tgtgaggtat aactttttat attatgcaac atttgacgaa 480 
taa 483 



<210> 12 

<211> 369 

<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 12 



atgacaaacg 


taaaagatat 


tttatcaaga 


caccaaaaca 


cattagcgag 


atttgaattt 


60 


gaggaaaaag 


aaagagaatt 


tatcaaacta 


tcagaattag 


tagaaaaata 


cggtatgaaa 


120 


aaagagtata 


tcgttagagc 


attattcaca 


aacaaagaat 


caaaattcgg 


tgaacaaggt 


180 


gttatcgtca 


ctgatgacta 


taacgtaaac 


ttaccgaacc 


acttaacaga 


attaattaaa 


240 


gaaatgagag 


cagatgagga 


cgttgttgac 


attatcaatg 


ctggagaagt 


tcaattcaca 


300 


atttatgaat 


atgaaaacaa 


aaaaggtcaa 


aaaggttact 


caatcaattt 


tggtcaagta 


360 


tcattttaa 












369 



ru <2io> 13 

*■ <211> 423 

O <212> DNA 

03 <213> Staphylococcus aureus Bacteriophage 44 AHJD 

D <400> 13 



atgaacgaag 


taaaattcag 


atttacagac 


tcagaagcgt 


ttcacatgtt 


tatatacgct 


60 


ggggatttaa 


aattactcta 


ctttttattt 


gtattaatgt 


tcgttgatat 


tattacaggt 


120 


atttcaaaag 


caattaaaaa 


taataactta 


tggtcaaaaa 


aatcaatgag 


aggattttct 


180 


aaaaaattat 


tgatattctg 


tattatcatt 


ttagcaaaca 


tcattgacca 


gattttacaa 


240 


ttaaaaggtg 


gtctactcat 


gattacaata 


ttttattata 


ttgcaaatga 


gggactttct 


300 


attgtagaaa 


attgtgcaga 


aatggacgta 


ttagtaccag 


aacaaattaa 


agataaatta 


360 


agagtcatta 


aaaatgatac 


tgaaaagagt 


gataacaatg 


aacgatcaag 


agaagataga 


420 


taa 












423 
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<210> 14 

<211> 411 

<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 14 



atgaaaatta 


aaactacttt 


tagattaaat 


aatttaattt 


attacctttt 


aacaaataga 


60 


gattattata 


atgataaatt 


tgaaaaattt 


acttcatcta 


ataaaaaatg 


tatagtaaaa 


120 


ataaatatgg 


gtgatgtgta 


tattgagttt 


gacaaacaat 


atgatgattt 


tgaaattgaa 


180 


aaagagttat 


ttacgttaga 


tatcgacatt 


gatattaaaa 


aacatgtttt 


taatatactt 


240 


gtattttatt 


atagaaatta 


tttaagtaat 


gaattaataa 


gagaaatttt 


attaaacgtt 


300 


acaattgacg 


acgtattatc 


aaattttgat 


aaacctcttg 


aaagcgaatt 


aatgattatt 


360 


tatcaaaaca 


aagtcatata 


cgataatggg 


aaagtgattg 


accatgaata 


a 


411 



m <210> 15 

Sj <211> 279 

nj <212> DNA 

\j <213> Staphylococcus aureus Bacteriophage 44 AHJD 

|3 <400> 15 



fu atgaaaatgg 


tacatttaca 


tgtggttttt 


taccaatatt 


tgcacgtgtc 


ggtagtccaa 


60 


P aattatcaga 


acctaatggc 


tattggttcc 


aaccaaacgg 


ttatacacca 


tataacgaag 


120 


j*& tttgtttatc 

Q 


agatggttac 


gtatggattg 


gttataactg 


gcaaggcaca 


cgttattatt 


180 


p taccagtgcg 


ccaatggaat 


ggaaaaacag 


gtaatagtta 


cagtgttggt 


attccttggg 


240 


gggtgttctc 


ataatgggta 


ttttagcctt 


tttctttga 






279 



<210> 16 
<211> 243 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 16 

gtgacgataa caccttgttc accgaatttt gattctttgt ttgtgaataa tgctctaacg 60 
atatactctt ttttcatacc gtatttttct actaattctg atagtttgat aaattctctt 120 
tctttttcct caaattcaaa tctcgctaat gtgttttggt gtcttgataa aatatctttt 180 
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acgtttgtca ttttatttct cctcttattt aaattatttg ctttctgcaa ttgcgatttg 240 
tag 243 



<210> 17 
<211> 237 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 17 

atgaaagttg acgacattgt taccttacgt gtcaaaggtt atatacttca ttacttagat 60 
gatgataatg aatacattga ggaattttta ccacttcacg agtatcattt aaccaaaaca 120 
caagcaaaag aattattacc agacacatgt aaactattgt ccactacacg cacaacgaaa 180 
acaattcaag tttattacaa tgatttacta caaatcgcaa ttgcagaaag caaataa 237 

<210> 18 
<211> 222 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 18 

atggaaagat taaaattgct tctgctggta taccgaaaaa cgcctttgat acaagcgtcg 60 
attttgaaac ctttgtacgt gaacaattct ttgacggtgc cattattgaa aacaataaaa 120 
gtatctataa tgagcaaggt acaatatcga tatatccgtc taaaactgaa attgtatgtg 180 
gtaatgtata tgatgaatat tttactgatg aacttaatat ga 222 

<210> 19 
<211> 213 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 19 

atgttaattg gtactgtgtc cataatcacg tattcttcac tatattgtcc aataaaatct 60 
tgctctttag ctaaccaatt aaaacgatta cctaatgcaa tatcgattaa taaagtctca 120 
ttaatcttag ggaataaata tttatttaca aatgtttcga acattgtatt tgaattatcc 180 
catttgtcgc caaatgtcca agattttgaa taa 213 
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<210> 20 
<211> 207 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 20 

atgttacctg gtttgtataa gtattctttt ttgaataaag gtacaccaat tgctttttta 60 
tatttttctg gtaactgtgc atatgtccag ttaccaccaa tcacacgacc actttttcca 120 
tttggcttga ctgatttacc actaattggt ttatggtctc cgtcatcatc agtaggatta 180 
gaactactac tcccactatc tacttga 207 

<210> 21 
<211> 189 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 21 

atgtctaaac gattttgttt taccatgttt ttgctccttg taatagttta tgatgtcgtt 60 
tacagtgtta aatttattcg tcaaatgttg cataatataa aaagttatac ctcacatctt 120 
catcatcaat atttgtcact ggtctatctg atttaccaat ttctttatat aaagtatcga 180 
tttctttaa 189 

<210> 22 
<211> 183 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 22 

atgcaccatc aaagtcaaca cctgccccct catgcttata tatccattct tttgcttgtt 60 
gttgtgattt catttatatc actcctattt ttgatgtttt gctacccaac catattcacg 120 
atgttttgtt tccgcattaa cattactgaa gaattcttta tattccgata tattagcctc 18 0 
taa 183 
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<210> 23 
<211> 144 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 23 

atgtttgcta aaatgataat acagaatatc aataattttt tagaaaatcc tctcattgat 60 
ttttttgacc ataagttatt atttttaatt gcttttgaaa tacctgtaat aatatcaacg 120 
aacattaata caaataaaaa gtag 144 

<210> 24 
<211> 180 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 24 

atgagaacac cccccaagga ataccaacac tgtaactatt acctgttttt ccattccatt 60 
ggcgcactgg taaataataa cgtgtgcctt gccagttata accaatccat acgtaaccat 120 
ctgataaaca aacttcgtta tatggtgtat aaccgtttgg ttggaaccaa tagccattag 180 

<210> 25 
<211> 177 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 25 

gtgtcaatgt acgcctcttg taaatcttta tcatcaaatt taaaattaac attactaaaa 60 
tcatttaaaa ataaatcttt ttcttgctct tttctagctt ctctttcttt tttccatcta 120 
tccatttcag acgtatgtct aaccaatgtt atcaacctcc atataaagca taaataa 177 

<210> 26 
<211> 177 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 26 

atggaacgta aatacaaaac ggtattatta tattgcgatg agattaaagg acattttcca 60 
catcaaatct caatgtttga agatttatat gacgctaaag ttgtatattc atattatgaa 120 
tataacctgt tcactaaaaa atacgcgtat atcatagaat acattaagga gatataa 177 
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<210> 27 
<211> 168 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 27 

atgaataacc tattaaacat agccattgtt ttccttttag catttttaat tacacttatc 60 
atacttatga cactgcatat acgcgtgtca tttggtgttt tattcactac attgattata 120 
ttctatatta tctttttaat ggttatttat gctttatatg gaggttga 168 

<210> 28 
<211> 165 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 28 

atgattgtct atatccctaa ttttagtaca aaattcatat tgttttgtat atggtacaac 60 
43 gataatattt gtcataaaag tagttacatt atacatgact ttaatatatt tatcatcagt 120 
fy tttgatatag aagaaatcac cgttttgatt gatgtgattt cttaa 165 

Cl <210> 2 9 
fU <211> 165 
? <212> DNA 

Q <213> Staphylococcus aureus Bacteriophage 44 AHJD 

CO 

<400> 29 

□ atggaatata tgcacgtcca attgtacctg ctttcatatt ttttgcaaaa tctgcattac 60 
y, cttttctttg tacgtcttgt ggtacaaagt ggacgatgtt acctgcgtca taccaagacg 120 
gttgtccagc ttgttttgat tgtgatacta actttcttgc tatga 165 

<210> 30 
<211> 165 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 30 

gtgtttaaat ggaacgtaaa tacaaaacgg tattattata ttgcgatgag attaaaggac 60 
attttccaca tcaaatctca atgtttgaag atttatatga cgctaaagtt gtatattcat 120 
attatgaata taacctgttc actaaaaaat acgcgtatat catag 165 
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m 



<210> 31 
<211> 162 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 31 

gtgaataaaa caccaaatga cacgcgtata tgcagtgtca taagtatgat aagtgtaatt 60 
aaaaatgcta aaaggaaaac aatggctatg tttaataggt tattcatggt caatcacttt 120 
cccattatcg tatatgactt tgttttgata aataatcatt aa 162 

<210> 32 
<211> 153 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 32 

atgatattgt atagttcatt gttatcatct aaacggaata agttaaaatg tgaacgtaat 60 
gcaggtatgc catataatcc atttaaaacg actttagata acataacctc ctcatttgag 120 
tatgggtgtt cgttgatatc atcagtaatg tga 153 

<210> 33 
<211> 150 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 33 

atggcttgtt ttgctaaagc gagtagtgaa ctaccactgt caccactact accactgtca 60 



y> gacgaatcac taggtgatcc acctttaccg tctaatttac caccccaagc tagaatagta 120 
ttcgcaccgt ctaaaaatgg attaccatag 150 

<210> 34 
<211> 150 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 34 

atgccattat ttaaccacct ctaccaaatt tgtaaaaaac attttttatc aaattcattt 60 
aaaattttct ttcttaaatc gtacgcttta tcaatattat caattaaata ctgcttagtg 120 
aattgtgtac cttttgcatt acctttttga 150 
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<210> 35 
<211> 147 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 35 

atgatgattc taataataaa aacgctaaaa agcataaata cgctttatat aatttacaag 60 
ctaaaaataa taattcttca atgtataaat atattaaaga aatcgatact ttatataaag 120 
aaattggtaa atcagataga ccagtga 147 





<210> 


36 






<211> 


147 






<212> 


DNA 






<213> 


Staphylococcus 


aureus Bacteriophage 44 AHJD 




<400> 


36 






atgcaacatt tgacgaataa 


atttaacact gtaaacgaca tcataaacta 




caaaaacatg gtaaaacaaa 


atcgtttaga catggtaaga gattatcaaa 


% i 


tcatgtcaga aaaaaaatcc 


cagataa 




<210> 


37 




h is 


<211> 


147 






<212> 


DNA 






<213> 


Staphylococcus 


aureus Bacteriophage 44 AHJD 




<400> 


37 






gtgtatacaa taccacacgt 


gatggtgcaa catatggtgg tacattatag 



60 



147 



;tgcaacta 60 

aaaacgaacc atcttcaaaa actgctacaa caacacctgt gtgaccaata ccatatgcag 120 
ttgcttgtaa gtatggtggt ttactag 147 

<210> 38 
<211> 144 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 38 

atgtcgatat ctaacgtaaa taactctttt tcaatttcaa aatcatcata ttgtttgtca 60 
aactcaatat acacatcacc catatttatt tttactatac attttttatt agatgaagta 120 
aatttttcaa atttatcatt ataa 144 
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<210> 39 
<211> 144 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 39 

gtgtaccttt tgcattacct ttttgatttt gattacgttt tgcgttttga ttactttcgt 60 
tactcgattt attcacagtt ttaccgttat caatcgtatt attatcagcg aatcgtaacg 120 
ttgtattatc aacatcaatg ttaa 244 

<210> 40 
<211> 141 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 40 

gtgctgtatt tacttatgat gtatctaaac ttaaagagtt tactggcaac gttgaagaaa 60 
ttaaaccaaa atcagattta tatgcgttta ttttggatat taattcaatt aaatataaac 120 
gttacacaaa aggtatgtta a -j.42 

<210> 41 
<211> 138 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 41 

gtggtaactg gacatatgca cagttaccag aaaaatataa aaaagcaatt ggtgtacctt 60 
tattcaaaaa agaatactta tacaaaccag gtaacatatt tcctcaaacg ggtaatgcag 120 
gacaatgtac agaattaa -ion 



<210> 42 
<211> 138 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 42 

atgtcgtcaa ctttcattat tatatcactc ctttctaaaa aacgtaaacg ttatacgttt 60 
cataaaatcc tttatgcata ttccattgtt ctattgggtc atcaccagca atataagaca 120 
atattgattc tggtttag 138 
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<210> 43 
<211> 138 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 43 

atgcacgacc gtcgtctttt gttaatttat agttttgtga acctcttgcg cgtaatgctt 60 
caaagtgttc atactcacca agttggaaga aaccatataa attatggaaa cgttttccac 120 
caccgccgtt tgtcatag 13g 

<210> 44 
<211> 138 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 44 

atgcgacttg taacagtttt gcaacaccat cgtgatgtaa ccagattttc atttcaccat 60 
tggattgacg ttctaatccg attgttgtac catgaccacc ctgtacaata cgcatgcttg 120 
aaattaagtc accactag 138 

<210> 45 
<211> 135 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 45 

atgttaccta tttacgtgat gatatgtttt ataaagaaaa catggaacgt tattactaca 60 
atccaagcaa tttacatttt gacaatgctt actctaaaaa ttacgtggtt gataatgata 120 
gatatttata tttag 135 

<210> 46 
<211> 129 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 46 

atggcaccgt caaagaattg ttcacgtaca aaggtttcaa aatcgacgct tgtatcaaag 60 
gcgtttttcg gtataccagc agaagcaatt ttaatctttc cattcacttc atatgcatat 120 
ttcttatga 12 g 
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<210> 47 
<211> 129 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 47 

atgattatcc atttaagtta tcatatcaag acggtattaa tttcccacgt gataacttta 60 
aagagcctga gggtatttgc atttatacaa atccaaaaac aaaacgtaaa tcgttattac 120 
ttgctatga 129 

<210> 48 
<211> 129 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 48 

atgaatgtat gtaagttgtt caggtgtgag ttttgcaaaa catttcacag catagtcata 60 
ggcttcacta tcattcatat cattatcttt atcaaaaatc gtataattaa aatctgtttt 120 
aagttgtga 129 





<210> 


49 




<211> 


129 




<212> 


DNA 




<213> 


Staphylococcus 


!«£:! 


<400> 


49 




atgaggacgt tgttgacatt 



:caatgctg gagaagttca attcacaatt tatgaatatg 60 
aaaacaaaaa aggtcaaaaa ggttactcaa tcaattttgg tcaagtatca ttttaataca 120 
atttcatag 129 

<210> 50 
<211> 126 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 50 

atgagggggc aggtgttgac tttgatggtg catatggatt tcaatgtatg gacttatcag 60 
ttgcttatgt gtattacatt actgacggta aagttcgcat gtggggtaat gctaaagacg 120 
cgataa 12 6 
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<210> 51 
<211> 126 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 51 

gtgtgttacg tttttcattc acgtaatcgt ttcgtcgcat ttctaaaaaa atgtttttgt 60 
aaagtcttga tgtattcatt ttatgctttt gtaataaatt gtatatattt aaattggata 120 
atatag 226 

<210> 52 
<211> 123 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 52 

atgataacaa tgaactatac aatatcatta acggttacaa aaacactgaa cgtaatatat 60 
tattctctac atttgtcaca tcacgttcat tgtataactt attggttcct ttccaatact 120 
taa 12 3 

<210> 53 
<211> 123 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 4 4 AHJD 
<400> 53 

Q atgattttag taatgttaat tttaaatttg atgataaaga tttacaagag gcgtacattg 60 



acacatggaa acattttgca catctgccct attttcctaa agaaagaaac gtatcatatg 120 
taa 123 

<210> 54 
<211> 120 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 54 

atgtggttta ttcatcaagt gaagttgaaa aatacttaca atcacaaggc ttcacagaac 60 
acaatgaaga tacaacaagt aacactgatg aaacatcgaa tcaaaatgct acatctttag 120 
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<210> 55 
<211> 120 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 55 

atgactggaa tggaaatacg atgttactcg acgctggtaa gatttcacaa aaaactggtg 60 
ttaagttacg tacaaaatca attattggtt atcataatga agttcgagta tatccagtag 120 



<210> 56 
<211> 117 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 56 

atgtgtctgg taataattct tttgcttgtg ttttggttaa atgatactcg tgaagtggta 60 
aaaattcctc aatgtattca ttatcatcat ctaagtaatg aagtatataa cctttga 117 



<210> 57 
<211> 114 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 57 

gtgagtatta cattacaggt aaccaaatgg aattatttag agacgcgcca gaagaaatta 60 
aaaaagtggg tgcatggtta cgtgtgtcaa gtggtaacgc agtcggtgaa gtaa 114 



<210> 58 
<211> 111 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 58 

atgtaccacc atatgttgca ccatcacgtg tggtattgta tacactcatt aatggcgtac 60 
caaataatgc tggtgataat attgtattct ttagtggtat tgcttaatta a 111 



<210> 59 
<211> 111 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 59 

atgcatattt cttatgattc agtacaaaca tcttatctat ctgttcgttt tcaatatccc 60 
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atttacctaa ggctatcggg tcgaataaac tggggttcaa taagggttta a 



111 



<210> 60 
<211> 111 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 60 

atggattttg taacattgga ttacctgaac cgtcattatg ccaaaatctt acaccagatt 60 
ctaaaattgc ttttaattgt tccattaaca tggggtcgat gtcacgtata g 111 



<210> 61 
<211> 111 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 61 

atgtaccatt ttcatttcta taatatgtgc cgtattggtt tcgtttccat tttccaaatg 60 
tatttacttt tgatgtttct aatgctttgc tattactacc tgaaaattta g 111 



<210> 62 
<211> 108 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 62 

atgtgttttg gtgtcttgat aaaatatctt ttacgtttgt cattttattt ctcctcttat 60 
ttaaattatt tgctttctgc aattgcgatt tgtagtaaat cattgtaa 108 



<210> 63 
<211> 105 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 63 

gtggtattcg caacgcagtt aaccaatcta ttaatattga taaagaaaca aatcacatgt 60 
actctacaca atccgattct caaaaacctg aaggtttttg gataa 105 
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<210> 64 
<211> 105 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 64 

atgcgtcttg tatttttttt aataattctt gcatggcttg ttttgctaaa gcgagtagtg 
aactaccact gtcaccacta ctaccactgt cagacgaatc actag 



<210> 65 
<211> 102 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 65 

atgacgagtc aatcaatcaa cttgtgtccg aaatatataa cggtgcacca tttgttaaaa 
tgtcacctat gtttaatgca gatgacgata tcattgattt aa 



<210> 66 
<211> 102 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 66 

gtggtggaaa acgtttccat aatttatatg gtttcttcca acttggtgag tatgaacact 
ttgaagcatt acgcgcaaga ggttcacaaa actataaatt aa 



<210> 67 
<211> 102 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 67 

atgatattct ttatattgaa agtgacatcg gttcattttc acttaacgac ttatttccag 
ttgaacgttc agtacataac aaatctgatt tgcatatatt aa 



<210> 68 
<211> 402 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 68 

atgacagaat ttgatgaaat cgtaaaacca gacgacaaag aagaaacttc agaatcaact 



1 



36 



gaagaaaatt tagaatcaac tgaagaaact tcagaatcaa ctgaagaatc aactgaagaa 120 

tcaactgaag aatcaactga agataaaaca gtagaaacaa tcgaagaaga aaatgaaaac 180 

aaattagaac ctactacaac agatgaagat agttcgaaat ttgaccctgt tgtattagaa 240 

caacgtattg cttcattaga acaacaagtg actacttttt tatcttcaca aatgcaacaa 300 

ccacaacaag tacaacaaac acaatcagat gtaacagaat caaacaaaga agataacgac 360 

tattcagatg aagaactagt tgataagtta gatttagatt ag 402 

<210> 69 
<211> 303 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 69 

atggttaatg ttgataatgc accagaagaa aaaggacaag cctatactga aatgttgcaa 60 
yg ctattcaata aactgattca atggaatcca gcttatacat ttgacaatgc aattaactta 120 
f|| ttatcggctt gccaacaact attattaaac tataatagtt ctgttgttca attcttaaat 18 0 
H gatgaactaa acaacgaaac taaaccagaa tcaatattgt cttatattgc tggtgatgac 240 
fU ccaatagaac aatggaatat gcataaagga ttttatgaaa cgtataacgt ttacgttttt 300 
O ta 9 303 

□ <210> 70 

Q <211> 198 

JX <212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 70 

atggaaaatg aaacaaaaaa cattgagttg aagcatgttt ttcgttttaa gaatggaagt 60 

ttatgtatag cgttatttga tagaacagaa aatgaaattt cattttatga tgttgacatt 120 

gatgaaattg aagatttaaa tcataattct gttttacgcg taatttcaac tttattagga 180 

agtgataata atggttaa 293 
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<210> 71 
<211> 183 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 71 

atgtatgagg gaaacaacat gcgttctatg atgggtacat catatgaaga ttcaagatta 60 
aataaacgaa cagaattaaa tgaaaacatg tcaattgata caaataaaag tgaagatagt 120 
tatggtgtac aaattcattc actttcaaaa caatcattta caggtgacgt tgaggaggaa 180 

183 





taa 












<210> 


72 










<211> 


150 










<212> 


DNA 










<213> 


Staphylococcus 


aureus Bacteriophage 44 AHJD 






<400> 


72 










atgaaaacat 


gtcaattgat 


acaaataaaa gtgaagatag ttatggtgta 


caaattcatt 




cactttcaaa 


acaatcattt 


acaggtgacg ttgaggagga ataataaatt 


atggcacaac 




aatctacaaa 


aaatgaaact 


gcacttttag 






<210> 


73 










<211> 


132 










<212> 


DNA 










<213> 


Staphylococcus 


aureus Bacteriophage 44 AHJD 






<400> 


73 









60 



150 



atgattgttt tgaaagtgaa tgaatttgta caccataact atcttcactt ttatttgtat 60 
caattgacat gttttcattt aattctgttc gtttatttaa tcttgaatct tcatatgatg 120 
tacccatcat ag 132 



<210> 74 
<211> 111 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 74 

atgttttcat ttaattctgt tcgtttattt aatcttgaat cttcatatga tgtacccatc 60 
atagaacgca tgttgtttcc ctcatacatg tttaaattcc tcctaatcta a 111 
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<210> 75 
<211> 761 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 75 

Met Gly Leu Leu Glu Cys Met Gin Tyr His Lys His Glu Arg Arg Met 
15 10 15 

lie Leu Tyr Trp Asp lie Glu Thr Leu Ala Tyr Asn Lys Val Asn Gly 
20 25 30 

Arg Lys Lys Pro Thr Lys Tyr Lys Asn Val Thr Tyr Ser Val Ala lie 
35 40 45 

Gly Trp Phe Asn Gly Tyr Glu lie Asp Val Glu Val Phe Pro Ser Phe 
50 55 60 

Glu Ser Phe Tyr Asp Ala Phe Tyr Thr Tyr Val Lys Arg Arg Asp Thr 
65 70 75 80 

He Thr Lys Ser Lys Thr Asp He He Met He Ala His Asn Cys Asn 
85 90 95 

Lys Tyr Asp Asn His Phe Leu Leu Lys Asp Thr Met Arg Tyr Phe Asp 
100 105 110 

Asn lie Thr Arg Glu Asn He Tyr Leu Lys Ser Ala Glu Glu Asn Glu 
115 120 125 

His Thr Leu Lys Met Lys Glu Ala Thr He Leu Ala Lys Asn Gin Asn 
130 135 140 

Val He Leu Glu Lys Arg Val Lys Ser Ser He Asn Leu Asp Leu Thr 
145 150 155 160 

Met Phe Leu Asn Gly Phe Lys Phe Asn lie lie Asp Asn Phe Met Lys 
165 170 175 

Thr Asn Thr Ser He Ala Thr Leu Gly Lys Lys Leu Leu Asp Gly Gly 
180 185 190 

Tyr Leu Thr Glu Ser Gin Leu Lys Thr Asp Phe Asn Tyr Thr He Phe 
195 200 205 

Asp Lys Asp Asn Asp Met Asn Asp Ser Glu Ala Tyr Asp Tyr Ala Val 
210 215 220 

Lys Cys Phe Ala Lys Leu Thr Pro Glu Gin Leu Thr Tyr He His Asn 
225 230 235 240 
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Asp Val lie He Leu Gly Met Cys His He His Tyr Ser Asp He Phe 
245 250 255 

Pro Asn Phe Asp Tyr Asn Lys Leu Thr Phe Ser Leu Asn He Met Glu 
260 265 270 

Ser Tyr Leu Asn Asn Glu Met Thr Arg Phe Gin Leu Leu Asn Gin Tyr 
275 280 285 

Gin Asp He Lys He Ser Tyr Thr His Tyr His Phe His Asp Met Asn 
290 295 300 

Phe Tyr Asp Tyr He Lys Ser Phe Tyr Arg Gly Gly Leu Asn Met Tyr 
305 310 315 320 

Asn Thr Lys Tyr He Asn Lys Leu He Asp Glu Pro Cys Phe Ser He 
325 330 335 

Asp He Asn Ser Ser Tyr Pro Tyr Val Met Tyr His Glu Lys lie Pro 
340 345 350 

#f Thr Trp Leu Tyr Phe Tyr Glu His Tyr Ser Glu Pro Thr Leu He Pro 
\f 355 360 365 

\| Thr Phe Leu Asp Asp Asp Asn Tyr Phe Ser Leu Tyr Lys He Asp Lys 

S3 370 375 380 

fy Asp Val Phe Asn Asp Asp Leu Leu He Lys He Lys Ser Arg Val Leu 

s 385 390 395 400 

J :S 

83 Ar 9 Gin Met He Val Lys Tyr Tyr Asn Asn Asp Asn Asp Tyr Val Asn 
M* 405 410 415 

O He Asn Thr Asn Thr Leu Arg Met He Gin Asp He Thr Gly He Asp 
]*& 420 425 430 

Cys Met His He Arg Val Asn Ser Phe Val He Tyr Glu Cys Glu Tyr 
435 440 445 

Phe His Ala Arg Asp lie lie Phe Gin Asn Tyr Phe lie Lys Thr Gin 
450 455 460 

Gly Lys Leu Lys Asn Lys He Asn Met Thr Ser Pro Tyr Asp Tyr His 
465 470 475 480 

lie Thr Asp Asp lie Asn Glu His Pro Tyr Ser Asn Glu Glu Val Met 
485 490 495 

Leu Ser Lys Val Val Leu Asn Gly Leu Tyr Gly He Pro Ala Leu Arg 
500 505 510 
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Ser His Phe Asn Leu Phe Arg Leu Asp Asp Asn Asn Glu Leu Tyr Asn 
515 520 525 



lie lie Asn Gly Tyr Lys Asn Thr Glu Arg Asn lie Leu Phe Ser Thr 
530 535 540 

Phe Val Thr Ser Arg Ser Leu Tyr Asn Leu Leu Val Pro Phe Gin Tyr 
545 550 555 560 

Leu Thr Glu Ser Glu lie Asp Asp Asn Phe lie Tyr Cys Asp Thr Asp 
565 570 575 

Ser Leu Tyr Met Lys Ser Val Val Lys Pro Leu Leu Asn Pro Ser Leu 
580 585 590 

Phe Asp Pro lie Ala Leu Gly Lys Trp Asp He Glu Asn Glu Gin He 
595 600 605 

Asp Lys Met Phe Val Leu Asn His Lys Lys Tyr Ala Tyr Glu Val Asn 
610 615 620 

Gly Lys He Lys He Ala Ser Ala Gly He Pro Lys Asn Ala Phe Asp 
625 630 635 640 

Thr Ser Val Asp Phe Glu Thr Phe Val Arg Glu Gin Phe Phe Asp Gly 
645 650 655 

Ala lie He Glu Asn Asn Lys Ser He Tyr Asn Glu Gin Gly Thr He 
660 665 670 

Ser He Tyr Pro Ser Lys Thr Glu He Val Cys Gly Asn Val Tyr Asp 
675 680 685 

Glu Tyr Phe Thr Asp Glu Leu Asn Met Lys Arg Glu Phe He Leu Lys 
690 695 700 

Asp Ala Arg Glu Asn Phe Asp His Ser Gin Phe Asp Asp He Leu Tyr 
705 710 715 720 

He Glu Ser Asp He Gly Ser Phe Ser Leu Asn Asp Leu Phe Pro Val 
725 730 735 

Glu Arg Ser Val His Asn Lys Ser Asp Leu His lie Leu Lys Arg Glu 
740 745 750 

His Asp Glu He Lys Lys Gly Asn Cys 
755 760 
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<210> 76 
<211> 647 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 76 

Met Ala Tyr Asn Glu Asn Asp Phe Lys Tyr Phe Asp Asp lie Arg Pro 
15 10 15 

Phe Leu Asp Glu lie Tyr Lys Thr Arg Glu Arg Tyr Thr Pro Phe Tyr 
20 25 30 

Asp Asp Arg Ala Asp Tyr Asn Thr Asn Ser Lys Ser Tyr Tyr Asp Tyr 
35 40 45 

lie Ser Arg Leu Ser Lys Leu lie Glu Val Leu Ala Arg Arg lie Trp 
50 55 60 

Asp Tyr Asp Asn Glu Leu Lys Lys Arg Phe Lys Asn Trp Asp Asp Leu 
65 70 75 80 

Met Lys Ala Phe Pro Glu Gin Ala Lys Asp Leu Phe Arg Gly Trp Leu 
85 90 95 

Asn Asp Gly Thr lie Asp Ser lie lie His Asp Glu Phe Lys Lys Tyr 
100 105 110 

Ser Ala Gly Leu Thr Ser Ala Phe Ala Leu Phe Lys Val Thr Glu Met 
115 120 125 

Lys Gin Met Asn Asp Phe Lys Ser Glu Val Lys Asp Leu lie Lys Asp 
130 135 140 

lie Asp Arg Phe Val Asn Gly Phe Glu Leu Asn Glu Leu Glu Pro Lys 
145 150 155 160 

Phe Val Met Gly Phe Gly Gly He Arg Asn Ala Val Asn Gin Ser He 
165 170 175 

Asn He Asp Lys Glu Thr Asn His Met Tyr Ser Thr Gin Ser Asp Ser 
180 185 190 

Gin Lys Pro Glu Gly Phe Trp He Asn Lys Leu Thr Pro Ser Gly Asp 
195 200 205 

Leu He Ser Ser Met Arg He Val Gin Gly Gly His Gly Thr Thr He 
210 215 220 

Gly Leu Glu Arg Gin Ser Asn Gly Glu Met Lys He Trp Leu His His 
225 230 235 240 
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Asp Gly Val Ala Lys Leu Leu Gin Val Ala Tyr Lys Asp Asn Tyr Val 
245 250 255 



U 



Leu Asp Leu Glu Glu Ala Lys Gly Leu Thr Asp Tyr Thr Pro Gin Ser 
260 265 270 

Leu Leu Asn Lys His Thr Phe Thr Pro Leu lie Asp Glu Ala Asn Asp 
275 280 285 

Lys Leu lie Leu Arg Phe Gly Asp Gly Thr lie Gin Val Arg Ser Arg 
290 295 300 

Ala Asp Val Lys Asn His lie Asp Asn Val Glu Lys Glu Met Thr lie 
305 310 315 320 

Asp Asn Ser Glu Asn Asn Asp Asn Arg Trp Met Gin Gly lie Ala Val 
325 330 335 

Asp Gly Asp Asp Leu Tyr Trp Leu Ser Gly Asn Ser Ser Val Asn Ser 
340 345 350 

His Val Gin He Gly Lys Tyr Ser Leu Thr Thr Gly Gin Lys He Tyr 
355 360 365 

Asp Tyr Pro Phe Lys Leu Ser Tyr Gin Asp Gly He Asn Phe Pro Arg 
370 375 380 

Asp Asn Phe Lys Glu Pro Glu Gly He Cys He Tyr Thr Asn Pro Lys 
385 390 395 400 

Thr Lys Arg Lys Ser Leu Leu Leu Ala Met Thr Asn Gly Gly Gly Gly 
405 410 415 

Lys Arg Phe His Asn Leu Tyr Gly Phe Phe Gin Leu Gly Glu Tyr Glu 
420 425 430 

His Phe Glu Ala Leu Arg Ala Arg Gly Ser Gin Asn Tyr Lys Leu Thr 
435 440 445 

Lys Asp Asp Gly Arg Ala Leu Ser He Pro Asp His He Asp Asp Leu 
450 455 460 

Asn Asp Leu Thr Gin Ala Gly Phe Tyr Tyr He Asp Gly Gly Thr Ala 
465 470 475 480 

Glu Lys Leu Lys Asn Met Pro Met Asn Gly Ser Lys Arg He He Asp 
485 490 495 

Ala Gly Cys Phe He Asn Val Tyr Pro Thr Thr Gin Thr Leu Gly Thr 
500 505 510 
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Val Gin Glu Leu Thr Arg Phe Ser Thr Gly Arg Lys Met Val Lys Met 
515 520 525 

Val Arg Gly Met Thr Leu Asp Val Phe Thr Leu Lys Trp Asp Tyr Gly 
530 535 540 

Leu Trp Thr Thr He Lys Thr Asp Ala Pro Tyr Gin Glu Tyr Leu Glu 
545 550 555 560 

Ala Ser Gin Tyr Asn Asn Trp He Ala Tyr Val Thr Thr Ala Gly Glu 
565 570 575 

Tyr Tyr He Thr Gly Asn Gin Met Glu Leu Phe Arg Asp Ala Pro Glu 
580 585 590 

Glu He Lys Lys Val Gly Ala Trp Leu Arg Val Ser Ser Gly Asn Ala 
595 600 605 

Val Gly Glu Val Arg Gin Thr Leu Glu Ala Asn He Ser Glu Tyr Lys 
610 615 620 

Glu Phe Phe Ser Asn Val Asn Ala Glu Thr Lys His Arg Glu Tyr Gly 
625 630 635 640 

Trp Val Ala Lys His Gin Lys 
645 



<210> 77 

<211> 587 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 77 

Met Arg Lys Leu Thr Asn Phe Lys Phe Phe Tyr Asn Thr Pro Phe Thr 
1 5 10 15 

Asp Tyr Gin Asn Thr He His Phe Asn Ser Asn Lys Glu Arg Asp Asp 
20 25 30 

Tyr Phe Leu Asn Gly Arg His Phe Lys Ser Leu Asp Tyr Ser Lys Gin 
35 40 45 

Pro Tyr Asn Phe He Arg Asp Arg Met Glu He Asn Val Asp Met Gin 
50 55 60 

Trp His Asp Ala Gin Gly He Asn Tyr Met Thr Phe Leu Ser Asp Phe 
65 70 75 80 

Glu Asp Arg Arg Tyr Tyr Ala Phe Val Asn Gin He Glu Tyr Val Asn 
85 90 95 
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Asp Val Val Val Lys lie Tyr Phe Val lie Asp Thr lie Met Thr Tyr 
100 105 110 

Thr Gin Gly Asn Val Leu Glu Gin Leu Ser Asn Val Asn lie Glu Arg 
115 120 125 

Gin His Leu Ser Lys Arg Thr Tyr Asn Tyr Met Leu Pro Met Leu Arg 
130 135 140 

Asn Asn Asp Asp Val Leu Lys Val Ser Asn Lys Asn Tyr Val Tyr Asn 
145 150 155 160 

Gin Met Gin Gin Tyr Leu Glu Asn Leu Val Leu Phe Gin Ser Ser Ala 
165 170 175 

Asp Leu Ser Lys Lys Phe Gly Thr Lys Lys Glu Pro Asn Leu Asp Thr 
180 185 190 

Ser Lys Gly Thr lie Tyr Asp Asn lie Thr Ser Pro Val Asn Leu Tyr 
195 200 205 

Val Met Glu Tyr Gly Asp Phe lie Asn Phe Met Asp Lys Met Ser Ala 
210 215 220 

Tyr Pro Trp He Thr Gin Asn Phe Gin Lys Val Gin Met Leu Pro Lys 
225 230 235 240 

Asp Phe He Asn Thr Lys Asp Leu Glu Asp Val Lys Thr Ser Glu Lys 
245 250 255 

He Thr Gly Leu Lys Thr Leu Lys Gin Gly Gly Lys Ser Lys Glu Trp 
260 265 270 

Ser Leu Lys Asp Leu Ser Leu Ser Phe Ser Asn Leu Gin Glu Met Met 
275 280 285 

Leu Ser Lys Lys Asp Glu Phe Lys His Met He Arg Asn Glu Tyr Met 
290 295 300 

Thr He Glu Phe Tyr Asp Trp Asn Gly Asn Thr Met Leu Leu Asp Ala 
305 310 315 320 

Gly Lys He Ser Gin Lys Thr Gly Val Lys Leu Arg Thr Lys Ser lie 
325 330 335 

He Gly Tyr His Asn Glu Val Arg Val Tyr Pro Val Asp Tyr Asn Ser 
340 345 350 

Ala Glu Asn Asp Arg Pro He Leu Ala Lys Asn Lys Glu lie Leu He 
355 360 365 
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Asp Thr Gly Ser Phe Leu Asn Thr Asn lie Thr Phe Asn Ser Phe Ala 
370 375 380 

Gin Val Pro lie Leu lie Asn Asn Gly lie Leu Gly Gin Ser Gin Gin 
385 390 395 400 

Ala Asn Arg Gin Lys Asn Ala Glu Ser Gin Leu lie Thr Asn Arg lie 
405 410 415 

Asp Asn Val Leu Asn Gly Ser Asp Pro Lys Ser Arg Phe Tyr Asp Ala 
420 425 430 

Val Ser Val Ala Ser Asn Leu Ser Pro Thr Ala Leu Phe Gly Lys Phe 
435 440 445 

Asn Glu Glu Tyr Asn Phe Tyr Lys Gin Gin Gin Ala Glu Tyr Lys Asp 
450 455 460 

Leu Ala Leu Gin Pro Pro Ser Val Thr Glu Ser Glu Met Gly Asn Ala 
465 470 475 480 

Phe Gin lie Ala Asn Ser lie Asn Gly Leu Thr Met Lys lie Ser Val 
485 490 495 

Pro Ser Pro Lys Glu lie Thr Phe Leu Gin Lys Tyr Tyr Met Leu Phe 
500 505 510 

Gly Phe Glu Val Asn Asp Tyr Asn Ser Phe lie Glu Pro lie Asn Ser 
515 520 525 

Met Thr Val Cys Asn Tyr Leu Lys Cys Thr Gly Thr Tyr Thr lie Arg 
530 * 535 540 

Asp lie Asp Pro Met Leu Met Glu Gin Leu Lys Ala lie Leu Glu Ser 
545 550 555 560 

Gly Val Arg Phe Trp His Asn Asp Gly Ser Gly Asn Pro Met Leu Gin 
565 570 575 

Asn Pro Leu Asn Asn Lys Phe Arg Glu Gly Val 
580 585 

<210> 78 
<211> 487 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 78 

Met lie Leu Lys Arg Val lie Thr Met Asn Asp Gin Glu Lys lie Asp 
15 10 15 
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Lys Phe Thr His Ser Tyr He Asn Asp Asp Phe Gly Leu Thr He Asp 
20 25 30 

Gin Leu Val Pro Lys Val Lys Gly Tyr Gly Arg Phe Asn Val Trp Leu 
35 40 45 

Gly Gly Asn Glu Ser Lys He Arg Gin Val Leu Lys Ala Val Lys Glu 
50 55 60 

He Gly Val Ser Pro Thr Leu Phe Ala Val Tyr Glu Lys Asn Glu Gly 
65 70 75 80 

Phe Ser Ser Gly Leu Gly Trp Leu Asn His Thr Ser Ala Arg Gly Asp 
85 90 95 

Tyr Leu Thr Asp Ala Lys Phe He Ala Arg Lys Leu Val Ser Gin Ser 
100 105 110 

Lys Gin Ala Gly Gin Pro Ser Trp Tyr Asp Ala Gly Asn He Val His 

115 120 125 

Phe Val Pro Gin Asp Val Gin Arg Lys Gly Asn Ala Asp Phe Ala Lys 
130 135 140 

Asn Met Lys Ala Gly Thr He Gly Arg Ala Tyr He Pro Leu Thr Ala 
145 150 155 160 

Ala Ala Thr Trp Ala Ala Tyr Tyr Pro Leu Gly Leu Lys Ala Ser Tyr 
165 170 175 

Asn Lys Val Gin Asn Tyr Gly Asn Pro Phe Leu Asp Gly Ala Asn Thr 
180 185 190 

He Leu Ala Trp Gly Gly Lys Leu Asp Gly Lys Gly Gly Ser Pro Ser 
195 200 205 

Asp Ser Ser Asp Ser Gly Ser Ser Gly Asp Ser Gly Ser Ser Leu Leu 
210 215 220 

Ala Leu Ala Lys Gin Ala Met Gin Glu Leu Leu Lys Lys He Gin Asp 
225 230 235 240 

Ala Leu Gin Trp Asp Val His Ser He Gly Ser Asp Lys Phe Phe Ser 
245 250 255 

Asn Asp Tyr Phe Thr Leu Glu Lys Thr Phe Asn Asn Thr Tyr His He 

260 265 270 



Lys Met Thr He Gly Leu Leu Asp Ser Leu Lys Lys Leu He Asp Ser 
275 280 285 
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Val Gin Val Asp Ser Gly Ser Ser Ser Ser Asn Pro Thr Asp Asp Asp 
290 295 300 



Gly Asp His Lys Pro lie Ser Gly Lys Ser Val Lys Pro Asn Gly Lys 
305 310 315 320 

Ser Gly Arg Val lie Gly Gly Asn Trp Thr Tyr Ala Gin Leu Pro Glu 
325 330 335 

Lys Tyr Lys Lys Ala lie Gly Val Pro Leu Phe Lys Lys Glu Tyr Leu 
340 345 350 

Tyr Lys Pro Gly Asn lie Phe Pro Gin Thr Gly Asn Ala Gly Gin Cys 
355 360 365 

Thr Glu Leu Thr Trp Ala Tyr Met Ser Gin Leu His Gly Lys Arg Gin 
370 375 380 

Pro Thr Asp Asp Gly Gin lie Thr Asn Gly Gin Arg Val Trp Tyr Val 
385 390 395 400 

Tyr Lys Lys Leu Gly Ala Lys Thr Thr His Asn Pro Thr Val Gly Tyr 
405 410 415 

Gly Phe Ser Ser Lys Pro Pro Tyr Leu Gin Ala Thr Ala Tyr Gly lie 
420 425 430 

Gly His Thr Gly Val Val Val Ala Val Phe Glu Asp Gly Ser Phe Leu 
435 440 445 

Val Ala Asn Tyr Asn Val Pro Pro Tyr Val Ala Pro Ser Arg Val Val 
450 455 460 

Leu Tyr Thr Leu lie Asn Gly Val Pro Asn Asn Ala Gly Asp Asn lie 
465 470 475 480 

Val Phe Phe Ser Gly He Ala 
485 

<210> 79 
<211> 415 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 79 

Met Val Lys Gin Asn Arg Leu Asp Met Val Arg Asp Tyr Gin Asn Ala 
15 10 15 

Val Asn His Val Arg Lys Lys He Pro Asp Lys Tyr Asn Gin He Glu 
20 25 30 



017.176341.1 



48 



Leu Val Asp Glu Leu Met Asn Asp Asp lie Asp Tyr Tyr lie Ser lie 
35 40 45 



Ser Asn Arg Ser Asp Gly Lys Ser Phe Asn Tyr Val Ser Phe Phe lie 
50 55 60 

Tyr Leu Ala lie Lys Leu Asp lie Lys Phe Thr Leu Leu Ser Arg His 
65 70 75 80 

Tyr Thr Leu Arg Asp Ala Tyr Arg Asp Phe lie Glu Glu lie lie Asp 
85 90 95 

Glu Asn Pro Leu Phe Lys Ser Lys Arg Val Thr Phe Arg Ser Ala Arg 
100 105 110 

Asp Tyr Leu Ala lie lie Tyr Gin Asp Lys Glu lie Gly Val lie Thr 
115 120 125' 

Asp Leu Asn Ser Ala Thr Asp Leu Lys Tyr His Ser Asn Phe Leu Lys 
130 135 140 

His Tyr Pro lie lie lie Tyr Asp Glu Phe Leu Ala Leu Glu Asp Asp 
145 150 155 160 

Tyr Leu lie Asp Glu Trp Asp Lys Leu Lys Thr lie Tyr Glu Ser lie 
165 170 175 

Asp Arg Asn His Gly Asn Val Asp Tyr lie Gly Phe Pro Lys Met Phe 
180 185 190 

Leu Leu Gly Asn Ala Val Asn Phe Ser Ser Pro lie Leu Ser Asn Leu 
195 200 205 

Asn lie Tyr Asn Leu Leu Gin Lys His Lys Met Asn Thr Ser Arg Leu 
210 215 220 

Tyr Lys Asn lie Phe Leu Glu Met Arg Arg Asn Asp Tyr Val Asn Glu 
225 230 235 240 

Lys Arg Asn Thr Arg Ala Phe *Asn Ser Asn Asp Asp Ala Met Thr Thr 
245 250 255 

Gly Glu Phe Glu Phe Asn Glu Tyr Asn Leu Ala Asp Asp Asn Leu Arg 
260 265 270 

Asn His lie Asn Gin Asn Gly Asp Phe Phe Tyr lie Lys Thr Asp Asp 
275 280 285 

Lys Tyr lie Lys Val Met Tyr Asn Val Thr Thr Phe Met Thr Asn lie 
290 295 300 



1 
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He Val Val Pro Tyr Thr Lys Gin Tyr Glu Phe Cys Thr Lys He Arg 
305 310 315 320 

Asp He Asp Asn His Val Thr Tyr Leu Arg Asp Asp Met Phe Tyr Lys 
325 330 335 

Glu Asn Met Glu Arg Tyr Tyr Tyr Asn Pro Ser Asn Leu His Phe Asp 
340 345 350 

Asn Ala Tyr Ser Lys Asn Tyr Val Val Asp Asn Asp Arg Tyr Leu Tyr 
355 360 365 

Leu Asp Met Asn Lys He He Lys Phe His He Lys Asn Glu Met Lys 
370 375 380 

Lys Asn Met Ser Glu Phe Glu Arg Lys Glu Lys He Tyr Glu Asp Asn 
385 390 395 400 

Tyr He Glu Asn Thr Lys Lys Tyr Leu Met Lys Gin Tyr Gly Leu 
405 410 415 



<210> 80 
<211> 408 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 80 

Met Ala Gin Gin Ser Thr Lys Asn Glu Thr Ala Leu Leu Val Ala Lys 
15 10 15 

Ser Ala Lys Ser Ala Leu Gin Asp Phe Asn His Asp Tyr Ser Lys Ser 
20 25 30 

Trp Thr Phe Gly Asp Lys Trp Asp Asn Ser Asn Thr Met Phe Glu Thr 
35 40 45 

Phe Val Asn Lys Tyr Leu Phe Pro Lys He Asn Glu Thr Leu Leu He 
50 55 60 

Asp He Ala Leu Gly Asn Arg Phe Asn Trp Leu Ala Lys Glu Gin Asp 
65 70 75 80 

Phe He Gly Gin Tyr Ser Glu Glu Tyr Val He Met Asp Thr Val Pro 
85 90 95 

lie Asn Met Asp Leu Ser Lys Asn Glu Glu Leu Met Leu Lys Arg Asn 
100 105 110 

Tyr Pro Arg Met Ala Thr Lys Leu Tyr Gly Asn Gly He Val Lys Lys 
115 120 125 
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Gin Lys Phe Thr Leu Asn Asn Asn Asp Thr Arg Phe Asn Phe Gin Thr 
130 135 140 

Leu Ala Asp Ala Thr Asn Tyr Ala Leu Gly Val Tyr Lys Lys Lys He 
145 150 155 160 

Ser Asp He Asn Val Leu Glu Glu Lys Glu Met Arg Ala Met Leu Val 
165 170 175 

Asp Tyr Ser Leu Asn Gin Leu Ser Glu Thr Asn Val Arg Lys Ala Thr 
180 185 190 

Ser Lys Glu Asp Leu Ala Ser Lys Val Phe Glu Ala He Leu Asn Leu 
195 200 205 

Gin Asn Asn Ser Ala Lys Tyr Asn Glu Val His Arg Ala Ser Gly Gly 
210 215 220 

Ala He Gly Gin Tyr Thr Thr Val Ser Lys Leu Lys Asp He Val He 
225 230 235 240 

Leu Thr Thr Asp Ser Leu Lys Ser Tyr Leu Leu Asp Thr Lys He Ala 
245 250 255 

Asn Thr Phe Gin He Ala Gly He Asp Phe Thr Asp His Val He Ser 
260 265 270 

* Phe Asp Asp Leu Gly Gly Val Phe Lys Val Thr Lys Glu Phe Lys Leu 
D 275 280 285 

Gin Asn Gin Asp Ser lie Asp Phe Leu Arg Ala Tyr Gly Asp Tyr Gin 

□ 290 295 300 

u, Ser Gin Leu Gly Asp Thr He Pro Val Gly Ala Val Phe Thr Tyr Asp 
305 310 315 320 

Val Ser Lys Leu Lys Glu Phe Thr Gly Asn Val Glu Glu He Lys Pro 
325 330 335 

Lys Ser Asp Leu Tyr Ala Phe He Leu Asp He Asn Ser lie Lys Tyr 
340 345 350 

Lys Arg Tyr Thr Lys Gly Met Leu Lys Pro Pro Phe His Asn Pro Glu 
355 360 365 

Phe Asp Glu Val Thr His Trp lie His Tyr Tyr Ser Phe Lys Ala He 
370 375 380 

Ser Pro Phe Phe Asn Lys He Leu He Thr Asp Gin Asp Val Asn Pro 
385 390 395 400 



nj 
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Lys Pro Glu Glu Glu Leu Gin Glu 
405 



<210> 81 

<211> 327 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 81 

Met Asn Asn Asp Lys Arg Gly Leu Asn Val Glu Leu Ser Lys Glu He 
1 5 10 15 

Ser Lys Arg Val Val Glu His Arg Asn Arg Phe Lys Arg Leu Met Phe 

20 25 30 

Asn Arg Tyr Leu Glu Phe Leu Pro Leu Leu He Asn Tyr Thr Asn Arg 
35 40 45 

Q Asp Thr Val Gly He Asp Phe He Gin Leu Glu Ser Ala Leu Arg Gin 

yQ 50 55 60 

ffj Asn He Asn Val Val Val Gly Glu Ala Arg Asn Lys Gin He Met He 

Sf 65 70 75 80 

ffii 

H Leu Gly Tyr Val Asn Asn Thr Tyr Phe Asn Gin Ala Pro Asn Phe Ser 

fU 85 90 95 

it 

Q Ser Asn Phe Asn Phe Gin Phe Gin Lys Arg Leu Thr Lys Glu Asp He 

Kl 100 105 no 

p Tyr Phe He Val Pro Asp Tyr Leu He Pro Asp Asp Cys Leu Gin lie 
D 115 120 125 

His Lys Leu Tyr Asp Asn Cys Met Ser Gly Asn Phe Val Val Met Gin 
130 135 140 

Asn Lys Pro lie Gin Tyr Asn Ser Asp He Glu He He Glu His Tyr 
145 150 155 160 

Thr Asp Glu Leu Ala Glu Val Ala Leu Ser Arg Phe Ser Leu He Met 
165 170 175 

Gin Ala Lys Phe Ser Lys He Phe Lys Ser Glu lie Asn Asp Glu Ser 
180 185 190 

He Asn Gin Leu Val Ser Glu He Tyr Asn Gly Ala Pro Phe Val Lys 
195 200 205 

Met Ser Pro Met Phe Asn Ala Asp Asp Asp He He Asp Leu Thr Ser 
210 215 220 
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Asn Ser Val He Pro Ala Leu Thr Glu Met Lys Arg Glu Tyr Gin Asn 
225 230 235 240 

Lys He Ser Glu Leu Ser Asn Tyr Leu Gly He Asn Ser Leu Ala Val 
245 250 255 

Asp Lys Glu Ser Gly Val Ser Asp Glu Glu Ala Lys Ser Asn Arg Gly 
260 265 270 

Phe Thr Thr Ser Asn Ser Asn He Tyr Leu Lys Gly Arg Glu Pro He 
275 280 285 

Thr Phe Leu Ser Lys Arg Tyr Gly Leu Asp He Lys Pro Tyr Tyr Asp 
290 295 300 

Asp Glu Thr Thr Ser Lys He Ser Met Val Asp Thr Leu Phe Lys Asp 
305 310 315 320 

Glu Ser Ser Asp He Asn Gly 

0 325 

H <210> 82 

Rj <211> 251 

\| <212> PRT 

S3 <213> Staphylococcus aureus Bacteriophage 44 AHJD 

fy <400> 82 

p Met Ala Arg Tyr Thr Met 

0 1 5 

O He Lys Lys Gly Phe Asn 

O 20 

Tyr Asp Asp Glu Phe Gin 
35 

Asp Val Leu Ala He Val 
50 

Lys Asp Glu Leu Ser Asp 
65 70 

Phe Leu Asp Arg Glu lie 
85 

Gin Val He Thr Val Cys 
100 

Tyr Ser Ser Ser Glu Val 
115 



Thr Leu Tyr Asp Phe 
10 

Glu Phe Val Asn Asp 
25 

Phe Met Gin Lys Met 
40 

Asn Glu Lys Val Phe 
55 

Leu Leu Phe Lys Lys 
75 

Asn Arg Gin Thr Val 
90 

He Thr His Glu Asp 
105 

Glu Lys Tyr Leu Gin 
120 



He Lys Ser Glu Leu 
15 

Asn Lys Leu Thr Phe 
30 

Leu Lys Phe Asp Lys 
45 

Lys Gly Phe Ser Leu 
60 

Ser Phe Thr He His 
80 

Glu Ala Phe Gly Met 
95 

Tyr Leu Asn Val Val 
110 

Ser Gin Gly Phe Thr 
125 
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Glu His Asn Glu Asp Thr Thr Ser Asn Thr Asp Glu Thr Ser Asn Gin 
130 135 140 

Asn Ala Thr Ser Leu Asp Asn Ser Thr Gly Met Thr Ala Asn Arg Asn 

145 150 155 160 





Ala 


Tyr 


Val 


Ser 


Leu 
165 


Pro 


Gin 


Ser 


Glu 


Val 

1 70 
x / u 


Asn 


lie 


Asp 


Val Asp 
1/5 


Asn 




Thr 


Thr 


Leu 


Arg 
180 


Phe 


Ala 


Asp 


Asn 


Asn 
loo 


Thr 


He 


Asp 


Asn 


Gly Lys 
190 


Thr 




Val 


Asn 


Lys 
195 


Ser 


Ser 


Asn 


Glu 


Ser 
200 


Asn 


Gin 


Asn 


Ala 


Lvs 
205 


Arcr Asn 


Gl n 




Asn 


Gin 
210 


Lys 


Gly Asn 


Ala 


Lys 
215 


Gly 


Thr 


Gin 


Phe 


Thr 
220 


Lys 


Gin Tyr 


Leu 




He 
225 


Asp 


Asn 


He 


Asp 


Lys 
230 


Ala 


Tyr 


Asp 


Leu 


Arg 
235 


Lys 


Lys 


lie Leu 


Asn 
240 




Glu 


Phe 


Asp 


Lys 


Lys 
245 


Cys 


Phe 


Leu 


Gin 


He 
250 


Trp 










\? 


<210> 83 


























£p 


<211> 250 




























<212> PRT 




























<213> Staphylococcus aureus Bacteriophage 44 AH JD 








<400> 83 




























Met 
1 


Lys 


Ser 


Gin 


Gin 
5 


Gin 


Ala 


Lys 


Glu 


Trp 
10 


He 


Tyr 


Lys 


His Glu 
15 


Gly 




Ala 


Gly Val 


Asp 
20 


Phe 


Asp 


Gly 


Ala 


Tyr 
25 


Gly 


Phe 


Gin 


Cys 


Met Asp 
30 


Leu 




Ser 


Val 


Ala 
35 


Tyr 


Val 


Tyr 


Tyr 


He 
40 


Thr 


Asp 


Gly 


Lys 


Val 
45 


Arg Met 


Trp 




Gly 


Asn 
50 


Ala 


Lys 


Asp 


Ala 


He 
55 


Asn 


Asn 


Asp 


Phe 


Lys 
60 


Gly 


Leu Ala 


Thr 




Val 
65 


Tyr 


Lys 


Asn 


Thr 


Pro 
70 


Ser 


Phe 


Lys 


Pro 


Gin 
75 


Leu 


Gly Asp Val 


Ala 
80 




Val 


Tyr 


Thr 


Asn 


Gly 
85 


Gin 


Tyr 


Gly 


His 


He 
90 


Gin 


Cys 


Val 


Leu Ser 
95 


Gly 




Asn 


Leu 


Asp 


Tyr 
100 


Tyr 


Thr 


Cys 


Leu 


Glu 
105 


Gin 


Asn 


Trp 


Leu 


Gly Gly 
110 


Gly 
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Phe Asp Gly Trp Glu Lys Ala Thr lie Arg Thr His Tyr Tyr Asp Gly 
115 120 125 

Val Thr His Phe lie Arg Pro Lys Phe Ser Gly Ser Asn Ser Lys Ala 
130 135 140 

Leu Glu Thr Ser Lys Val Asn Thr Phe Gly Lys Trp Lys Arg Asn Gin 
145 150 155 160 

Tyr Gly Thr Tyr Tyr Arg Asn Glu Asn Gly Thr Phe Thr Cys Gly Phe 
165 170 175 

Leu Pro lie Phe Ala Arg Val Gly Ser Pro Lys Leu Ser Glu Pro Asn 
180 185 190 

Gly Tyr Trp Phe Gin Pro Asn Gly Tyr Thr Pro Tyr Asn Glu Val Cys 
195 200 205 

Leu Ser Asp Gly Tyr Val Trp lie Gly Tyr Asn Trp Gin Gly Thr Arg 
210 215 220 

Tyr Tyr Leu Pro Val Arg Gin Trp Asn Gly Lys Thr Gly Asn Ser Tyr 
225 230 235 240 

Ser Val Gly lie Pro Trp Gly Val Phe Ser 
245 250 

<210> 84 
<211> 160 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 84 

Leu Val Arg His Thr Ser Glu Met Asp Arg Trp Lys Lys Glu Arg Glu 
15 10 15 

Ala Arg Lys Glu Gin Glu Lys Asp Leu Phe Leu Asn Asp Phe Ser Asn 
20 25 30 

Val Asn Phe Lys Phe Asp Asp Lys Asp Leu Gin Glu Ala Tyr lie Asp 
35 40 45 

Thr Trp Lys His Phe Ala His Leu Pro Tyr Phe Pro Lys Glu Arg Asn 
50 55 60 

Val Ser Tyr Val Asn Ala Val Ser Leu Val Arg Gly Ser Arg His Lys 
65 70 75 80 

Lys Leu Asn Tyr lie Leu Glu lie Tyr Asn Arg Asn Asp Asp Ser Asn 
85 90 95 
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Li 



Asn Lys Asn Ala Lys Lys His Lys Tyr Ala Leu Tyr Asn Leu Gin Ala 
100 105 110 

Lys Asn Asn Asn Ser Ser Met Tyr Lys Tyr lie Lys Glu lie Asp Thr 
115 120 125 

Leu Tyr Lys Glu lie Gly Lys Ser Asp Arg Pro Val Thr Asn lie Asp 
130 135 140 

Asp Glu Asp Val Arg Tyr Asn Phe Leu Tyr Tyr Ala Thr Phe Asp Glu 
145 150 155 160 

<210> 85 
<211> 122 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 
<400> 85 

Met Thr Asn Val Lys Asp lie Leu Ser Arg His Gin Asn Thr Leu Ala 
15 10 15 

Arg Phe Glu Phe Glu Glu Lys Glu Arg Glu Phe He Lys Leu Ser Glu 
20 25 30 

Leu Val Glu Lys Tyr Gly Met Lys Lys Glu Tyr He Val Arg Ala Leu 
35 40 45 

Phe Thr Asn Lys Glu Ser Lys Phe Gly Glu Gin Gly Val He Val Thr 
50 55 60 

Asp Asp Tyr Asn Val Asn Leu Pro Asn His Leu Thr Glu Leu He Lys 
65 70 75 80 

Glu Met Arg Ala Asp Glu Asp Val Val Asp He He Asn Ala Gly Glu 
85 90 95 

Val Gin Phe Thr He Tyr Glu Tyr Glu Asn Lys Lys Gly Gin Lys Gly 
100 105 ■ 110 

Tyr Ser He Asn Phe Gly Gin Val Ser Phe 
115 120 
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<210> 86 

<211> 140 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 86 

Met Asn Glu Val Lys Phe 
1 5 

Phe lie Tyr Ala Gly Asp 
20 

Met Phe Val Asp He He 
35 

Asn Leu Trp Ser Lys Lys 
50 

He Phe Cys He He He 
65 70 

Leu Lys Gly Gly Leu Leu 
85 

Glu Gly Leu Ser He Val 
100 

Pro Glu Gin He Lys Asp 
115 

Lys Ser Asp Asn Asn Glu 
130 

<210> 87 
<211> 136 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 87 

Met Lys He Lys Thr Thr Phe Arg Leu Asn Asn Leu lie Tyr Tyr Leu 
15 10 15 

Leu Thr Asn Arg Asp Tyr Tyr Asn Asp Lys Phe Glu Lys Phe Thr Ser 
20 25 30 

Ser Asn Lys Lys Cys He Val Lys lie Asn Met Gly Asp Val Tyr He 
35 40 45 

Glu Phe Asp Lys Gin Tyr Asp Asp Phe Glu He Glu Lys Glu Leu Phe 
50 55 60 



Arg Phe 

Leu Lys 

Thr Gly 
40 

Ser Met 
55 

Leu Ala 

Met lie 

Glu Asn 

Lys Leu 
120 

Arg Ser 
135 



Thr Asp 
10 

Leu Leu 
25 

He Ser 
Arg Gly 
Asn He 

Thr He 

90 

Cys Ala 
105 

Arg Val 
Arg Glu 



Ser Glu 

Tyr Phe 

Lys Ala 

Phe Ser 
60 

He Asp 
75 

Phe Tyr 

Glu Met 

He Lys 

Asp Arg 
140 



Ala Phe 

Leu Phe 
30 

He Lys 
45 

Lys Lys 

Gin He 

Tyr lie 

Asp Val 
110 

Asn Asp 
125 



His Met 
15 

Val Leu 

Asn Asn 

Leu Leu 

Leu Gin 
80 

Ala Asn 
95 

Leu Val 
Thr Glu 
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Thr Leu Asp He Asp He Asp He Lys Lys His Val Phe Asn He Leu 
65 70 75 80 

Val Phe Tyr Tyr Arg Asn Tyr Leu Ser Asn Glu Leu He Arg Glu He 
85 90 95 

Leu Leu Asn Val Thr He Asp Asp Val Leu Ser Asn Phe Asp Lys Pro 
100 105 HO 

Leu Glu Ser Glu Leu Met He He Tyr Gin Asn Lys Val He Tyr Asp 
115 120 125 

Asn Gly Lys Val lie Asp His Glu 
130 135 

<210> 88 

<211> 92 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 88 

Met Lys Met Val His Leu His Val Val Phe Tyr Gin Tyr Leu His Val 
1 5 10 15 

Ser Val Val Gin Asn Tyr Gin Asn Leu Met Ala He Gly Ser Asn Gin 
20 25 30 

Thr Val He His His He Thr Lys Phe Val Tyr Gin Met Val Thr Tyr 
35 40 45 

Gly Leu Val He Thr Gly Lys Ala His Val He He Tyr Gin Cys Ala 
50 55 60 

Asn Gly Met Glu Lys Gin Val He Val Thr Val Leu Val Phe Leu Gly 
65 70 75 80 

Gly Cys Ser His Asn Gly Tyr Phe Ser Leu Phe Leu 
85 90 

<210> 89 
<211> 80 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 89 

Val Thr He Thr Pro Cys Ser Pro Asn Phe Asp Ser Leu Phe Val Asn 
1 5 10 15 
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Asn Ala Leu Thr He Tyr Ser Phe Phe He Pro Tyr Phe Ser Thr Asn 
20 25 30 

Ser Asp Ser Leu He Asn Ser Leu Ser Phe Ser Ser Asn Ser Asn Leu 
35 40 45 

Ala Asn Val Phe Trp Cys Leu Asp Lys He Ser Phe Thr Phe Val He 
50 55 60 

Leu Phe Leu Leu Leu Phe Lys Leu Phe Ala Phe Cys Asn Cys Asp Leu 
65 70 75 80 

<210> 90 
<211> 78 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 
<400> 90 

Met Lys Val Asp Asp He Val Thr Leu Arg Val Lys Gly Tyr He Leu 
15 10 15 

His Tyr Leu Asp Asp Asp Asn Glu Tyr He Glu Glu Phe Leu Pro Leu 
20 25 30 

His Glu Tyr His Leu Thr Lys Thr Gin Ala Lys Glu Leu Leu Pro Asp 
35 40 45 

Thr Cys Lys Leu Leu Ser Thr Thr Arg Thr Thr Lys Thr He Gin Val 
5 0 55 60 

Tyr Tyr Asn Asp Leu Leu Gin He Ala He Ala Glu Ser Lys 
65 70 75 

<210> 91 
<211> 73 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 
<400> 91 

Met Glu Arg Leu Lys Leu Leu Leu Leu Val Tyr Arg Lys Thr Pro Leu 
15 10 15 

He Gin Ala Ser He Leu Lys Pro Leu Tyr Val Asn Asn Ser Leu Thr 
20 25 30 

Val Pro Leu Leu Lys Thr He Lys Val Ser He Met Ser Lys Val Gin 
35 40 45 

Tyr Arg Tyr He Arg Leu Lys Leu Lys Leu Tyr Val Val Met Tyr Met 
50 55 60 



017.176341.1 



59 



Met Asn lie Leu Leu Met Asn Leu lie 
65 70 

<210> 92 
<211> 70 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 92 

Met Leu lie Gly Thr Val Ser lie lie Thr Tyr Ser Ser Leu Tyr Cys 
15 10 15 

Pro lie Lys Ser Cys Ser Leu Ala Asn Gin Leu Lys Arg Leu Pro Asn 
20 25 30 

Ala lie Ser lie Asn Lys Val Ser Leu lie Leu Gly Asn Lys Tyr Leu 
35 40 45 

^. Phe Thr Asn Val Ser Asn lie Val Phe Glu Leu Ser His Leu Ser Pro 
% 50 55 60 

^1 Asn Val Gin Asp Phe Glu 
65 70 

^ <210> 93 

fj <211> 68 

^ <212> PRT 

^ <213> Staphylococcus aureus Bacteriophage 44 AHJD 

B <400> 93 

W Met Leu Pro Gly Leu Tyr Lys Tyr Ser Phe Leu Asn Lys Gly Thr Pro 

0 1 5 10 15 

1 - 

lie Ala Phe Leu Tyr Phe Ser Gly Asn Cys Ala Tyr Val Gin Leu Pro 
20 25 30 

Pro lie Thr Arg Pro Leu Phe Pro Phe Gly Leu Thr Asp Leu Pro Leu 
35 40 45 

lie Gly Leu Trp Ser Pro Ser Ser Ser Val Gly Leu Glu Leu Leu Leu 
50 55 60 

Pro Leu Ser Thr 
65 
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<210> 94 
<211> 62 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 94 

Met Ser Lys Arg Phe Cys Phe Thr Met Phe Leu Leu Leu Val lie Val 
15 10 15 

Tyr Asp Val Val Tyr Ser Val Lys Phe lie Arg Gin Met Leu His Asn 
20 25 30 

lie Lys Ser Tyr Thr Ser His Leu His His Gin Tyr Leu Ser Leu Val 
35 40 45 

Tyr Leu lie Tyr Gin Phe Leu Tyr lie Lys Tyr Arg Phe Leu 
50 55 60 

<210> 95 
<211> 60 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 4 4 AHJD 
<400> 95 

Met His His Gin Ser Gin His Leu Pro Pro His Ala Tyr lie Ser lie 
15 10 15 

Leu Leu Leu Val Val Val lie Ser Phe lie Ser Leu Leu Phe Leu Met 
20 25 30 

Phe Cys Tyr Pro Thr lie Phe Thr Met Phe Cys Phe Arg He Asn He 
35 40 45 

Thr Glu Glu Phe Phe He Phe Arg Tyr He Ser Leu 
50 55 60 

<210> 96 
<211> 47 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 96 

Met Phe Ala Lys Met lie lie Gin Asn He Asn Asn Phe Leu Glu Asn 
15 10 15 

Pro Leu He Asp Phe Phe Asp His Lys Leu Leu Phe Leu lie Ala Phe 
20 25 30 
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<210> 102 
<211> 54 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 102 

Met Glu Tyr Met His Val Gin Leu Tyr Leu Leu Ser Tyr Phe Leu Gin 
15 10 15 

Asn Leu His Tyr Leu Phe Phe Val Arg Leu Val Val Gin Ser Gly Arg 
20 25 30 

Cys Tyr Leu Arg His Thr Lys Thr Val Val Gin Leu Val Leu lie Val 
35 40 45 

lie Leu Thr Phe Leu Leu 
50 

<210> 103 
<211> 54 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 103 

Val Phe Lys Trp Asn Val Asn Thr Lys Arg Tyr Tyr Tyr lie Ala Met 
15 10 15 

Arg Leu Lys Asp lie Phe His lie Lys Ser Gin Cys Leu Lys lie Tyr 
20 25 30 

Met Thr Leu Lys Leu Tyr lie His lie Met Asn lie Thr Cys Ser Leu 
35 40 45 

Lys Asn Thr Arg lie Ser 
50 

<210> 104 
<211> 53 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 104 

Val Asn Lys Thr Pro Asn Asp Thr Arg lie Cys Ser Val lie Ser Met 
15 10 15 

lie Ser Val lie Lys Asn Ala Lys Arg Lys Thr Met Ala Met Phe Asn 
20 25 30 
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Glu lie Pro Val lie lie Ser Thr Asn lie Asn Thr Asn Lys Lys 
35 40 45 

<210> 97 
<211> 59 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 97 

Met Arg Thr Pro Pro Lys Glu Tyr Gin His Cys Asn Tyr Tyr Leu Phe 
15 10 15 

Phe His Ser lie Gly Ala Leu Val Asn Asn Asn Val Cys Leu Ala Ser 
20 25 30 

Tyr Asn Gin Ser lie Arg Asn His Leu lie Asn Lys Leu Arg Tyr Met 
35 40 45 

Val Tyr Asn Arg Leu Val Gly Thr Asn Ser His 
50 55 

<210> 98 
<211> 58 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 98 

Val Ser Met Tyr Ala Ser Cys Lys Ser Leu Ser Ser Asn Leu Lys Leu 
15 10 15 

Thr Leu Leu Lys Ser Phe Lys Asn Lys Ser Phe Ser Cys Ser Phe Leu 
20 25 30 

Ala Ser Leu Ser Phe Phe His Leu Ser lie Ser Asp Val Cys Leu Thr 
35 40 45 

Asn Val lie Asn Leu His lie Lys His Lys 
50 55 

<210> 99 
<211> 58 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 99 

Met Glu Arg Lys Tyr Lys Thr Val Leu Leu Tyr Cys Asp Glu lie Lys 
15 10 15 
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Gly His Phe Pro His Gin lie Ser Met Phe Glu Asp Leu Tyr Asp Ala 
20 25 30 

Lys Val Val Tyr Ser Tyr Tyr Glu Tyr Asn Leu Phe Thr Lys Lys Tyr 
35 40 45 

Ala Tyr lie lie Glu Tyr lie Lys Glu lie 
50 55 

<210> 100 
<211> 55 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 100 

Met Asn Asn Leu Leu Asn lie Ala lie Val Phe Leu Leu Ala Phe Leu 
15 10 15 

lie Thr Leu lie lie Leu Met Thr Leu His lie Arg Val Ser Phe Gly 
3 20 25 30 

y Val Leu Phe Thr Thr Leu lie He Phe Tyr He He Phe Leu Met Val 
ry 35 40 45 

ff| He Tyr Ala Leu Tyr Gly Gly 





50 


55 




<210> 


101 




<211> 


54 




<212> 


PRT 




<213> 


Staphylococcus aureus 


j, 


<400> 


101 



Met lie Val Tyr He Pro Asn Phe Ser Thr Lys Phe He Leu Phe Cys 
15 10 15 

He Trp Tyr Asn Asp Asn He Cys His Lys Ser Ser Tyr He He His 
20 25 30 

Asp Phe Asn lie Phe He lie Ser Phe Asp He Glu Glu He Thr Val 
35 40 45 

Leu He Asp Val He Ser 
50 
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63 



Arg Leu Phe Met Val Asn His Phe Pro lie lie Val Tyr Asp Phe Val 
35 40 45 

Leu lie Asn Asn His 
50 

<210> 105 
<211> 50 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 
<400> 105 

Met lie Leu Tyr Ser Ser Leu Leu Ser Ser Lys Arg Asn Lys Leu Lys 
15 10 15 

Cys Glu Arg Asn Ala Gly Met Pro Tyr Asn Pro Phe Lys Thr Thr Leu 
20 25 30 

Asp Asn lie Thr Ser Ser Phe Glu Tyr Gly Cys Ser Leu lie Ser Ser 
35 40 45 

Val Met 





50 








<210> 


106 




srs 5 


<211> 


49 




S 

ij 


<212> 


PRT 




<213> 


Staphylococcus aureus Bacteriophage 44 AHJD 




y* 


<400> 


106 




;~«~|! 


Met Ala Cys Phe Ala Lys Ala Ser Ser Glu Leu Pro Leu 


Ser Pro 




1 


5 10 


15 



Leu Pro Leu Ser Asp Glu Ser Leu Gly Asp Pro Pro Leu Pro Ser Asn 
20 25 30 

Leu Pro Pro Gin Ala Arg lie Val Phe Ala Pro Ser Lys Asn Gly Leu 
35 40 45 

Pro 



017.176341.1 65 



<210> 107 
<211> 49 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 107 

Met Pro Leu Phe Asn His Leu Tyr Gin lie Cys Lys Lys His Phe Leu 
15 10 15 

Ser Asn Ser Phe Lys lie Phe Phe Leu Lys Ser Tyr Ala Leu Ser lie 
20 25 30 

Leu Ser lie Lys Tyr Cys Leu Val Asn Cys Val Pro Phe Ala Leu Pro 
35 40 45 

Phe 



<210> 108 
<211> 48 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 108 

Met Met lie Leu lie lie Lys Thr Leu Lys Ser lie Asn Thr Leu Tyr 
15 10 15 

lie lie Tyr Lys Leu Lys lie lie lie Leu Gin Cys lie Asn lie Leu 
20 25 30 

Lys Lys Ser lie Leu Tyr lie Lys Lys Leu Val Asn Gin lie Asp Gin 





35 


40 


45 


<210> 


109 






<211> 


48 






<212> 


PRT 






<213> 


Staphylococcus 


aureus Bacteriophage 


44 AHJD 


<400> 


109 







Met Gin His Leu Thr Asn Lys Phe Asn Thr Val Asn Asp lie lie Asn 
15 10 15 

Tyr Tyr Lys Glu Gin Lys His Gly Lys Thr Lys Ser Phe Arg His Gly 
20 25 30 

Lys Arg Leu Ser Lys Cys Cys Gin Ser Cys Gin Lys Lys Asn Pro Arg 

35 40 45 
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66 



<210> 110 

<211> 48 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 110 

Val Tyr Thr He Pro His Val Met Val Gin His Met Val Val His Tyr 
1 5 10 15 

Ser Leu Gin Leu Lys Thr Asn His Leu Gin Lys Leu Leu Gin Gin His 
20 25 30 

Leu Cys Asp Gin Tyr His Met Gin Leu Leu Val Ser Met Val Val Tyr 
35 40 45 

<210> 111 

<211> 47 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 111 

Met Ser He Ser Asn Val Asn Asn Ser Phe Ser He Ser Lys Ser Ser 
1 5 10 15 

Tyr Cys Leu Ser Asn Ser He Tyr Thr Ser Pro He Phe He Phe Thr 
20 25 30 



So 


lie His Phe Leu Leu Asp Glu Val Asn Phe Ser Asn Leu 






35 40 45 


C3 


<210> 


112 




<211> 


47 




<212> 


PRT 




<213> 


Staphylococcus aureus Bacteriophage 4 4 AHJD 




<400> 


112 



Val Tyr Leu Leu His Tyr Leu Phe Asp Phe Asp Tyr Val Leu Arg Phe 
1 5 10 15 

Asp Tyr Phe Arg Tyr Ser He Tyr Ser Gin Phe Tyr Arg Tyr Gin Ser 
20 25 30 

Tyr Tyr Tyr Gin Arg He Val Thr Leu Tyr Tyr Gin His Gin Cys 
35 40 45 
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<210> 113 
<211> 46 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 113 

Val Leu Tyr Leu Leu Met Met Tyr Leu Asn Leu Lys Ser Leu Leu Ala 
15 10 15 

Thr Leu Lys Lys Leu Asn Gin Asn Gin lie Tyr Met Arg Leu Phe Trp 
20 25 30 

lie Leu lie Gin Leu Asn lie Asn Val Thr Gin Lys Val Cys 
35 40 45 

<210> 114 
<211> 45 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 114 

Val Val Thr Gly His Met His Ser Tyr Gin Lys Asn lie Lys Lys Gin 
15 10 15 

Leu Val Tyr Leu Tyr Ser Lys Lys Asn Thr Tyr Thr Asn Gin Val Thr 
20 25 30 

Tyr Phe Leu Lys Arg Val Met Gin Asp Asn Val Gin Asn 





35 


40 


45 


<210> 


115 






<211> 


45 






<212> 


PRT 






<213> 


Staphylococcus 


aureus Bacteriophage 


44 AHJD 


<400> 


115 







Met Ser Ser Thr Phe lie lie lie Ser Leu Leu Ser Lys Lys Arg Lys 
15 10 15 

Arg Tyr Thr Phe His Lys lie Leu Tyr Ala Tyr Ser lie Val Leu Leu 
20 25 30 

Gly His His Gin Gin Tyr Lys Thr lie Leu lie Leu Val 
35 40 45 



1 



68 



<210> 116 
<211> 45 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 116 

Met His Asp Arg Arg Leu Leu Leu He Tyr Ser Phe Val Asn Leu Leu 
15 10 15 

Arg Val Met Leu Gin Ser Val His Thr His Gin Val Gly Arg Asn His 
20 25 30 

lie Asn Tyr Gly Asn Val Phe His His Arg Arg Leu Ser 





35 


40 


45 


<210> 


117 






<211> 


45 






<212> 


PRT 






<213> 


Staphylococcus 


aureus Bacteriophage 


44 AHJD 


<400> 


117 







fU Met Arg Leu Val Thr Val Leu Gin His His Arg Asp Val Thr Arg Phe 
SI 15 10 15 

O Ser Phe His His Trp He Asp Val Leu He Arg Leu Leu Tyr His Asp 

fU 20 25 30 

O His Pro Val Gin Tyr Ala Cys Leu Lys Leu Ser His His 
S3 35 40 45 

O <210> 118 
p <211> 44 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 118 

Met Leu Pro He Tyr Val Met He Cys Phe He Lys Lys Thr Trp Asn 
15 10 15 

Val He Thr Thr He Gin Ala He Tyr He Leu Thr Met Leu Thr Leu 
20 25 30 

Lys lie Thr Trp Leu He Met He Asp He Tyr He 
35 40 
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<210> 119 
<211> 42 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 119 

Met Ala Pro Ser Lys Asn Cys Ser Arg Thr Lys Val Ser Lys Ser Thr 
15 10 15 

Leu Val Ser Lys Ala Phe Phe Gly He Pro Ala Glu Ala He Leu He 
20 25 30 

Phe Pro Phe Thr Ser Tyr Ala Tyr Phe Leu 





35 








40 






<zlu> 


120 














<211> 


42 














<212> 


PRT 














<213> 


Staphylococcus aureus Bacteriophage 4 4 AHJD 






<400> 


120 














Met He 


lie 


His 


Leu Ser 


Tyr 


His He Lys Thr Val Leu 


lie 


Ser 


1 






5 




10 




15 


Val He 


Thr 


Leu 


Lys Ser 


Leu 


Arg Val Phe Ala Phe He 


Gin 


He 






20 






25 


30 




Lys Gin 


Asn 


Val 


Asn Arg 


Tyr 


Tyr Leu Leu 








35 








40 






<210> 


121 














<211> 


42 














<212> 


PRT 














<213> 


Staphylococcus aureus Bacteriophage 4 4 AHJD 






<400> 


121 














Met Asn 


Val 


Cys 


Lys Leu 


Phe 


Arg Cys Glu Phe Cys Lys 


Thr 


Phe 


1 






5 




10 




15 


Ser He 


Val 


He 


Gly Phe 


Thr 


He He His lie lie lie 


Phe 


lie 






20 






25 


30 




Asn Arg 


He 


He 


Lys He 


Cys 


Phe Lys Leu 








35 








40 
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<210> 122 

<211> 42 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 122 

Met Arg Thr Leu Leu Thr Leu Ser Met Leu Glu Lys Phe Asn Ser Gin 
1 5 10 15 

Phe Met Asn Met Lys Thr Lys Lys Val Lys Lys Val Thr Gin Ser He 
20 25 30 

Leu Val Lys Tyr His Phe Asn Thr He Ser 





35 






40 










123 














<211> 


41 














<212> 


PRT 














<213> 


Staphylococcus aureus Bacteriophage 


4 4 AHJD 






<4(JU> 


123 














Met Arg 


Gly 


Gin Val Leu 


Thr 


Leu Met Val His 


Met Asp 


Phe 


Asn 


1 




5 




10 






15 


Trp Thr 


Tyr 


Gin Leu Leu 


Met 


Cys He Thr Leu 


Leu Thr 


Val 


Lys 






20 




25 




30 


Ala Cys 


Gly 


Val Met Leu 


Lys 


Thr Arg 










35 






40 








<210> 


124 














<211> 


41 














<212> 


PRT 














<213> 


Staphylococcus aureus Bacteriophage 


44 AHJD 






<400> 


124 














Val Cys 


Tyr 


Val Phe His 


Ser 


Arg Asn Arg Phe 


Val Ala 


Phe 


Leu 


1 




5 




10 






15 


Lys Cys 


Phe 


Cys Lys Val 


Leu 


Met Tyr Ser Phe 


Tyr Ala 


Phe 


Val 






20 




25 




30 





Asn Cys lie Tyr Leu Asn Trp lie lie 
35 40 



71 



<210> 125 

<211> 40 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 125 



Met He Thr Met Asn Tyr Thr He Ser Leu Thr Val Thr Lys Thr Leu 
1 5 10 15 

Asn Val He Tyr Tyr Ser Leu His Leu Ser His His Val His Cys He 
20 25 30 

Thr Tyr Trp Phe Leu Ser Asn Thr 
35 40 



<210> 126 

<211> 40 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 126 



flj Met He Leu Val Met Leu He Leu Asn Leu Met He Lys He Tyr Lys 
!J 15 10 15 

CI Arg Arg Thr Leu Thr His Gly Asn He Leu His He Cys Pro He Phe 
W 20 25 30 

D Leu Lys Lys Glu Thr Tyr His Met 
m 35 40 

D <210> 127 

□ <211> 39 

U <212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 127 



Met Trp Phe He His Gin Val Lys Leu Lys Asn Thr Tyr Asn His Lys 
15 10 15 

Ala Ser Gin Asn Thr Met Lys He Gin Gin Val Thr Leu Met Lys His 
20 25 30 



Arg He Lys Met Leu His Leu 
35 
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<210> 128 

<211> 39 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 

<400> 128 



Met Thr Gly Met Glu He Arg Cys 
1 5 

Lys Lys Leu Val Leu Ser Tyr Val 
20 



Tyr Ser Thr Leu Val Arg Phe His 
10 15 

Gin Asn Gin Leu Leu Val He He 
25 30 



Met Lys Phe Glu Tyr He Gin 
35 



<210> 129 

<211> 38 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

\D <400> 129 

fli Met Cys Leu Val He He Leu Leu Leu Val Phe Trp Leu Asn Asp Thr 
H 1 5 10 15 

£1 Arg Glu Val Val Lys He Pro Gin Cys He His Tyr His His Leu Ser 
W 20 25 30 

□ Asn Glu Val Tyr Asn Leu 

CO 35 



<210> 130 

<211> 37 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 130 



Val Ser He Thr 
1 

Gin Lys Lys Leu 
20 

Thr Gin Ser Val 
35 



Leu Gin Val Thr 
5 

Lys Lys Trp Val 
Lys 



Lys Trp Asn Tyr 
10 

His Gly Tyr Val 
25 



Leu Glu Thr Arg 
15 

Cys Gin Val Val 
30 



017.176341.1 



<210> 131 
<211> 36 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 
<400> 131 

Met Tyr His His Met Leu His His His Val Trp Tyr Cys lie His Ser 
15 10 15 

Leu Met Ala Tyr Gin lie Met Leu Val lie He Leu Tyr Ser Leu Val 
20 25 30 

Val Leu Leu Asn 
35 

<210> 132 
<211> 36 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 
<400> 132 

Met His He Ser Tyr Asp Ser Val Gin Thr Ser Tyr Leu Ser Val Arg 
15 10 15 

Phe Gin Tyr Pro He Tyr Leu Arg Leu Ser Gly Arg He Asn Trp Gly 
20 25 30 

Ser He Arg Val 







35 










<210> 


133 








S3 


<211> 


36 










<212> 


PRT 










<213> 


Staphylococcus aureus Bacteriophage 4 4 AHJD 








<400> 


133 










Met Asp 


Phe Val 


Thr Leu Asp Tyr Leu Asn Arg His Tyr 


Ala 


Lys 




1 




5 10 




15 




Leu His 


Gin He 


Leu Lys Leu Leu Leu He Val Pro Leu 


Thr 


Trp 






20 


25 


30 






Arg Cys 


His Val 












35 
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<210> 134 
<211> 36 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 134 

Met Tyr His Phe His Phe Tyr Asn Met Cys Arg He Gly Phe Val Ser 
15 10 15 

He Phe Gin Met Tyr Leu Leu Leu Met Phe Leu Met Leu Cys Tyr Tyr 
20 25 30 

Tyr Leu Lys He 
35 

<210> 135 
<211> 35 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 135 

Met Cys Phe Gly Val Leu He Lys Tyr Leu Leu Arg Leu Ser Phe Tyr 
15 10 15 

Phe Ser Ser Tyr Leu Asn Tyr Leu Leu Ser Ala lie Ala He Cys Ser 
20 25 30 

Lys Ser Leu 
35 

<210> 136 
<211> 34 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 136 

Val Val Phe Ala Thr Gin Leu Thr Asn Leu Leu He Leu He Lys Lys 
15 10 15 

Gin He Thr Cys Thr Leu His Asn Pro He Leu Lys Asn Leu Lys Val 
20 25 30 

Phe Gly 
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<210> 137 
<211> 34 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 137 

Met Arg Leu Val Phe Phe Leu He He Leu Ala Trp Leu Val Leu Leu 
15 10 15 

Lys Arg Val Val Asn Tyr His Cys His His Tyr Tyr His Cys Gin Thr 
20 25 30 

Asn His 



<210> 138 
<211> 33 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 138 

Met Thr Ser Gin Ser He Asn Leu Cys Pro Lys Tyr He Thr Val His 
15 10 15 

His Leu Leu Lys Cys His Leu Cys Leu Met Gin Met Thr He Ser Leu 
20 25 30 

He 



p <210> 139 
<211> 33 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 139 

Val Val Glu Asn Val Ser He He Tyr Met Val Ser Ser Asn Leu Val 
15 10 15 

Ser Met Asn Thr Leu Lys His Tyr Ala Gin Glu Val His Lys Thr He 
20 25 30 

Asn 
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<210> 140 
<211> 33 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 
<400> 140 

Met lie Phe Phe lie Leu Lys Val Thr Ser Val His Phe His Leu Thr 
15 10 15 

Thr Tyr Phe Gin Leu Asn Val Gin Tyr He Thr Asn Leu He Cys He 
20 25 30 

Tyr 



<210> 141 

<211> 133 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 141 

Met Thr Glu Phe Asp Glu He Val Lys Pro Asp Asp Lys Glu Glu Thr 
1 5 10 15 

Ser Glu Ser Thr Glu Glu Asn Leu Glu Ser Thr Glu Glu Thr Ser Glu 
20 25 30 

Ser Thr Glu Glu Ser Thr Glu Glu Ser Thr Glu Glu Ser Thr Glu Asp 
35 40 45 

Lys Thr Val Glu Thr He Glu Glu Glu Asn Glu Asn Lys Leu Glu Pro 
50 55 60 

Thr Thr Thr Asp Glu Asp Ser Ser Lys Phe Asp Pro Val Val Leu Glu 
65 70 75 80 

Gin Arg He Ala Ser Leu Glu Gin Gin Val Thr Thr Phe Leu Ser Ser 
85 90 95 

Gin Met Gin Gin Pro Gin Gin Val Gin Gin Thr Gin Ser Asp Val Thr 
100 105 110 

Glu Ser Asn Lys Glu Asp Asn Asp Tyr Ser Asp Glu Glu Leu Val Asp 
115 120 125 

Lys Leu Asp Leu Asp 
130 
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77 



<210> 142 

<211> 100 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AH JD 

<400> 142 

Met Val Asn Val Asp Asn Ala Pro Glu Glu Lys Gly Gin Ala Tyr Thr 
1 5 10 15 

Glu Met Leu Gin Leu Phe Asn Lys Leu He Gin Trp Asn Pro Ala Tyr 
20 25 30 

Thr Phe Asp Asn Ala He Asn Leu Leu Ser Ala Cys Gin Gin Leu Leu 
35 40 45 

Leu Asn Tyr Asn Ser Ser Val Val Gin Phe Leu Asn Asp Glu Leu Asn 
50 55 60 

Asn Glu Thr Lys Pro Glu Ser He Leu Ser Tyr He Ala Gly Asp Asp 
□ 65 70 75 80 

SJ Pro He Glu Gin Trp Asn Met His Lys Gly Phe Tyr Glu Thr Tyr Asn 

nJ 85 90 95 

§3 Val Tyr Val Phe 
O 100 

% <210> 143 

O <211> 65 

El <212> PRT 

j*a <213> Staphylococcus aureus Bacteriophage 44 AHJD 

O 

p <400> 143 

Met Glu Asn Glu Thr Lys Asn lie Glu Leu Lys His Val Phe Arg Phe 
1 5 10 15 

Lys Asn Gly Ser Leu Cys He Ala Leu Phe Asp Arg Thr Glu Asn Glu 
20 25 30 

He Ser Phe Tyr Asp Val Asp He Asp Glu He Glu Asp Leu Asn His 
35 40 45 

Asn Ser Val Leu Arg Val He Ser Thr Leu Leu Gly Ser Asp Asn Asn 
50 55 60 

Gly 
65 
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<210> 144 

<211> 60 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 144 

Met Tyr Glu Gly Asn Asn Met Arg Ser Met Met Gly Thr Ser Tyr Glu 
1 5 10 15 

Asp Ser Arg Leu Asn Lys Arg Thr Glu Leu Asn Glu Asn Met Ser He 
20 25 30 

Asp Thr Asn Lys Ser Glu Asp Ser Tyr Gly Val Gin He His Ser Leu 
35 40 45 

Ser Lys Gin Ser Phe Thr Gly Asp Val Glu Glu Glu 
50 55 60 

<210> 145 
<211> 49 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 145 

Met Lys Thr Cys Gin Leu He Gin He Lys Val Lys He Val Met Val 
15 10 15 

Tyr Lys Phe He His Phe Gin Asn Asn His Leu Gin Val Thr Leu Arg 
20 25 30 

Arg Asn Asn Lys Leu Trp His Asn Asn Leu Gin Lys Met Lys Leu His 
35 40 45 

Phe 



<210> 146 

<211> 43 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 146 

Met He Val Leu Lys Val Asn Glu Phe Val His His Asn Tyr Leu His 
1 5 10 15 

Phe Tyr Leu Tyr Gin Leu Thr Cys Phe His Leu He Leu Phe Val Tyr 
20 25 30 
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79 



Leu He Leu Asn Leu His Met Met Tyr Pro Ser 
35 40 



03 



<210> 147 
<211> 36 
<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 147 

Met Phe Ser Phe Asn Ser Val Arg Leu Phe Asn Leu Glu Ser Ser Tyr 
15 10 15 

Asp Val Pro He He Glu Arg Met Leu Phe Pro Ser Tyr Met Phe Lys 
20 25 30 

Phe Leu Leu lie 
35 

<210> 148 
<211> 53 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 148 

gatcccggtc gaccaagctt tacccatacg acgtcccaga ctacgccagc tga 53 





<210> 


149 






<211> 


53 






<212> 


DNA 






<213> 


Staphylococcus 


aureus Bacteriophage 44 AHJD 


0 


<400> 


149 






agcttcagct ggcgtagtct 


gggacgtcgt atgggtaaag cttggtcgac 




<210> 


150 






<211> 


21 






<212> 


DNA 






<213> 


Staphylococcus 


aureus Bacteriophage 4 4 AHJD 




<400> 


150 





53 



aattctcgag taaaataaca t 21 
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<210> 151 
<211> 37 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 151 

cgggatccgc ctccttttct caacagtcac ctgattt 37 

<210> 152 
<211> 27 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 152 

cgggatccat gaggggttcc gaagacg 27 

<210> 153 
<211> 24 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 153 

cccaagctta caatttggac tttc 24 

<210> 154 
<211> 27 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 154 

ccgctcgagc tccaaattcc aaaacag 27 

<210> 155 
<211> 26 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 155 

cgggatccaa taagactcct ttttac 2 6 
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<210> 156 

<211> 10 

<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 156 
gcgtcgaccg 



<210> 157 
<211> 20 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 157 

tattatccaa aacttgaaca 



<210> 158 
<211> 20 
<212> DNA 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 
<400> 158 

cggtggtata tccagtgatt 20 

<210> 159 

<211> 133 

<212> PRT 

<213> Staphylococcus aureus Bacteriophage 44 AHJD 

<400> 159 

Met Lys He Lys Val Lys Lys Glu Met Arg Leu Asp Glu Leu He Lys 
1 5 10 15 

Trp Ala Arg Glu Asn Pro Asp Leu Ser Gin Cys Lys He Phe Phe Ser 
20 25 30 

Thr Gly Phe Ser Asp Gly Phe Val Arg Phe His Pro Asn Thr Asn Lys 
35 40 45 

Cys Ser Thr Ser Ser Phe He Pro lie Asp He Pro Phe He Val Asp 
50 55 60 

He Glu Lys Glu Val Thr Glu Glu Thr Lys Val Asp Arg Leu He Glu 
6 5 70 75 80 

Leu Phe Glu He Gin Glu Gly Asp Tyr Asn Ser Thr Leu Tyr Glu Asn 
85 90 95 
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Thr Ser lie Lys Glu Cys Leu Tyr Gly Arg Cys Val Pro Thr Lys Ala 
100 105 110 

Phe Tyr lie Leu Asn Asp Asp Leu Thr Met Thr Leu lie Trp Lys Asp 
115 120 125 

Gly Glu Leu Leu Val 
130 
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